Lactobacillus fermentum 16S ribosomal RNA, partial sequence; 16S/23S intergenic

spacer region, complete sequence; and 23S ribosomal RNA partial sequence
GenBank: AF182720.1

FASTA Graphics

LOCUS AF182720 665 bp DNA linear BCT 11-JUL-2000

DEFINITION Lactobacillus fermentum 16S ribosomal RNA, partial sequence;

16S/23S intergenic spacer region, complete sequence; and 23S

ribosomal RNA partial sequence.

ACCESSION AF182720

VERSION AF182720.1
KEYWORDS
SOURCE Limosilactobacillus fermentum

ORGANISM Limosilactobacillus fermentum

Bacteria; Bacillati; Bacillota; Bacilli; Lactobacillales;

Lactobacillaceae; Limosilactobacillus.
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