Lactobacillus gasseri strain ATCC 33323 Tuf gene, partial cds
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LOCUS       AY372047                 700 bp    DNA     linear   BCT 26-JUL-2016
DEFINITION  Lactobacillus gasseri strain ATCC 33323 Tuf gene, partial cds.
ACCESSION   AY372047
VERSION     AY372047.1
KEYWORDS    .
SOURCE      Lactobacillus gasseri ATCC 33323 = JCM 1131
  ORGANISM  Lactobacillus gasseri ATCC 33323 = JCM 1131
            Bacteria; Bacillati; Bacillota; Bacilli; Lactobacillales;
            Lactobacillaceae; Lactobacillus.
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REFERENCE   2  (bases 1 to 700)
  AUTHORS   Ventura,M.
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[bookmark: comment_AY372047.1][bookmark: feature_AY372047.1]FEATURES             Location/Qualifiers
     source          1..700
                     /organism="Lactobacillus gasseri ATCC 33323 = JCM 1131"
                     /mol_type="genomic DNA"
                     /strain="ATCC 33323"
                     /type_material="type strain of Lactobacillus gasseri"
                     /db_xref="ATCC:33323"
                     /db_xref="taxon:324831"
     CDS             <1..>700
                     /codon_start=3
                     /transl_table=11
                     /product="Tuf"
                     /protein_id="AAR25440.1"
                     /translation="LVVAATDGPMPQTREHILLARQVGVKYIVVFLNKVDLVDDPELI
                     DLVEMEVRDLLTEYDYPGDDVPVIRGSALKALQGDPEQQDVIRKLMETVDEYIPTPER
                     DTDKPFLMPVEDVFTITGRGTVASGRIDRGTVKVGDEVEIVGLTDKVEKSTVTGLEMF
                     HKTLDLGEAGDNVGVLLRGIDRDQVERGQVLAAPGSIQTHKKFKGQVYILNKDEGGRH
                     TPFFSDYRPQFYFHT"
ORIGIN      
[bookmark: sequence_AY372047.1]        1 tcttagttgt tgctgcaact gatggtccta tgccacaaac tcgtgaacac atcttacttg
       61 ctcgtcaagt tggtgttaag tacatcgttg tattcttaaa caaggttgac ttagttgacg
      121 atccagaatt gatcgacttg gttgaaatgg aagtacgtga cttgttaact gaatacgatt
      181 accctggtga cgatgttcct gttatccgtg gttcagcttt gaaggcactt caaggtgacc
      241 cagaacaaca agacgttatc agaaaattaa tggaaactgt tgacgaatac atcccaactc
      301 cagaacgtga tactgacaag ccattcttaa tgccagttga agacgtattt actatcactg
      361 gtcgtggtac tgttgcttct ggtcgtattg accgtggtac tgttaaagtc ggtgacgaag
      421 ttgaaatcgt tggtttaact gacaaggttg aaaaatcaac tgttactggt ttggaaatgt
      481 tccacaagac tcttgatctt ggtgaagccg gcgataacgt tggtgtattg cttcgtggta
      541 ttgaccgtga ccaagttgaa cgtggtcaag ttttagctgc acctggttca atccaaaccc
      601 acaagaagtt caagggtcaa gtttatatct tgaacaaaga tgaaggtggt cgtcacactc
      661 cattcttctc agattaccgt ccacaattct acttccacac
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