Avena sativa avenin mRNA, complete cds
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LOCUS       ASTAVEC                  875 bp    mRNA    linear   PLN 16-OCT-2008
DEFINITION  Avena sativa avenin mRNA, complete cds.
ACCESSION   M83381
VERSION     M83381.1
KEYWORDS    avenin; prolamine; seed storage protein.
SOURCE      Avena sativa (oats)
  ORGANISM  Avena sativa
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; BOP
            clade; Pooideae; Poodae; Poeae; Poeae Chloroplast Group 1 (Aveneae
            type); Aveninae; Avena.
REFERENCE   1  (bases 1 to 875)
  AUTHORS   Chesnut,R.S., Shotwell,M.A., Boyer,S.K. and Larkins,B.A.
  TITLE     Analysis of avenin proteins and the expression of their mRNAs in
            developing oat seeds
  JOURNAL   Plant Cell 1 (9), 913-924 (1989)
   PUBMED   2535531
[bookmark: feature_M83381.1][bookmark: comment_M83381.1]FEATURES             Location/Qualifiers
     source          1..875
                     /organism="Avena sativa"
                     /mol_type="mRNA"
                     /db_xref="taxon:4498"
                     /tissue_type="seed"
                     /dev_stage="10-15 days after flowering"
     CDS             24..692
                     /codon_start=1
                     /product="avenin"
                     /protein_id="AAA32716.1"
                     /translation="MKTFLIIALLAMAVATATATTTVQYNPSEQYQPYPEQQEPFVQQ
                     QQPFVQQQQPFVQQQQMFLQPLLQQQLNPCKQFLVQQCSPVAAVPFLRSQILRQAICQ
                     VTRQQCCRQLAQIPEQLRCPAIHSVVQSIILQQQQQQQQFIQPQLQQQVFQPQLQLQQ
                     QVFQPQLQQQVFQPQLQQVFNQPQMQGQIEGMRAFALQALPAMCDVYVPPQCPVATAP
                     LGGF"
     sig_peptide     24..80
     mat_peptide     81..689
                     /product="avenin"
     repeat_region   120..233
                     /rpt_unit_range=120..140
     repeat_region   447..587
                     /rpt_unit_range=447..473
     regulatory      770..775
                     /regulatory_class="polyA_signal_sequence"
     regulatory      775..780
                     /regulatory_class="polyA_signal_sequence"
     regulatory      833..838
                     /regulatory_class="polyA_signal_sequence"
     polyA_site      861
ORIGIN      
[bookmark: sequence_M83381.1]        1 gccgtagtca ccacaaaccc accatgaaga ccttcctcat cattgccctc cttgccatgg
       61 cggtggccac agccacggcc acgaccactg tccagtataa ccctagcgaa caatatcagc
      121 catatcctga gcaacaagaa ccatttgtac aacaacaaca gccatttgta caacaacaac
      181 aaccatttgt gcagcaacaa caaatgtttc tccagccact tctgcagcaa cagttgaacc
      241 cgtgcaagca attccttgtg caacagtgca gcccagtggc agcggtgccg ttcctccggt
      301 cgcagatcct gcgacaggcc atctgtcagg tgacgaggca gcaatgctgc cggcagcttg
      361 cgcagatccc tgagcagctt cggtgcccgg ccatccacag cgtagtgcaa tccatcatct
      421 tgcagcagca gcaacaacaa caacagttca tccagcctca gctgcaacaa caggtcttcc
      481 agcctcagct gcaactgcaa caacaggtct tccagcctca gttgcaacaa caggtcttcc
      541 agcctcagct gcaacaggtt ttcaaccaac ctcagatgca aggtcagatc gaggggatga
      601 gggcgtttgc gctgcaggcc ctgccggcga tgtgcgatgt atacgtccca ccgcagtgcc
      661 ctgtcgccac cgcccctctc ggtggcttct aagaacacta caagggctat agtactacat
      721 aaacatacca tcggtgttta gccgctggac cgatcttgta gcggtgacaa ataaaataaa
      781 gggtcatgca ctaacatgtg tgatgcctga cttgtactag tccaaacttg gaaataaaaa
      841 agacaaagtt cttgtctaca taaaaaaaaa aaaaa
//
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