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LOCUS X60295 1832 bp DNA linear PLN 05-MAY-1995
DEFINITION S.cereale Secl gene for omega secalin.

ACCESSION X60295 X60116

VERSION X60295.1
KEYWORDS prolamin; repetitive sequence; Secl gene; seed storage protein.
SOURCE Secale cereale (rye)

ORGANISM Secale cereale

Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
Spermatophyta; Magnoliopsida; Liliopsida; Poales; Poaceae; BOP
clade; Pooideae; Triticodae; Triticeae; Hordeinae; Secale.
REFERENCE 1 (bases 1 to 1832)
AUTHORS Hull,G.A., Halford,N.G., Kreis,M. and Shewry,P.R.
TITLE Isolation and characterisation of genes encoding rye prolamins
containing a highly repetitive sequence motif
JOURNAL Plant Mol. Biol. 17 (5), 1111-1115 (1991)
PUBMED 1932685
REFERENCE 2 (bases 1 to 1832)
AUTHORS Halford,N.G.
TITLE Direct Submission
JOURNAL Submitted (20-SEP-1991) N.G. Halford, Long Ashton Research Station,
University of Bristol, Dept of Agricultural Sciences, Long Ashton,
Bristol BS18 9AF, UK
FEATURES Location/Qualifiers
source 1..1832
/organism="Secale cereale"
/mol type="genomic DNA"
/cultivar="Gazelle"
/db_xref="taxon:4550"
/chromosome="1R, short arm"
/clone="Lambda Sec2"
/tissue_ type="Endosperm"
/clone lib="Genomic library in lambda Secl"
/dev_stage="Seed"
regulatory 373..378
/regulatory class="TATA box"
gene 478..1551
/gene="Secl"
CDS 478..1551
/gene="Secl"

/codon_start=1


https://www.ncbi.nlm.nih.gov/nuccore/X60295.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/X60295.1?report=graph
https://www.ncbi.nlm.nih.gov/nucleotide/X60295.1?report=genbank&log$=nucltop&blast_rank=1&RID=BCUSEW54015
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=4550
https://www.ncbi.nlm.nih.gov/pubmed/1932685
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=4550
https://www.ncbi.nlm.nih.gov/nuccore/X60295.1?from=373&to=378
https://www.ncbi.nlm.nih.gov/nuccore/X60295.1?from=478&to=1551
https://www.ncbi.nlm.nih.gov/nuccore/X60295.1?from=478&to=1551

/product="Secl precursor"

/protein id="CAA42837.1"

/db_xref="GOA:Q05573"

/db_xref="InterPro:IPR001376"

/db_xref="UniProtKB/TrEMBL:Q05573"

/translation="MKTFLIFVLAMTMSIITTARQLNPSEQELQSPQQPVPKEQSYPQ
QPYPSHQPFPTPQQYSPYQPQOPEFPQPQQOPAPIQPQQOPEFPQOPQOPFPQPOQOQLPLQP
QOPFPQPQQOPIPQQOPQOSEFPQOPORPEQQFPQOPQOITPQQOTQQPFPLOPQQOPEPQQP
QRSFAQQOPKQIISQQPFPLOPOOPESQPQQOPFPQOPGQIIPQQPOOPSPLOPQQPESQ
QPORPQOPEFPQOPQQITPQQOPOOPEFPLOPQOPVPQOPOQRPFGQQPEQIISQRPQQPEP
LOPQQOPEFSQPQOPLPQOPGQITIPQOPQOPFPLOPQOPEFPQOSEQITIPQOPQQOPFPLQP
QOPSPQOPQLPFPQPQQPEVVVV"

478..534

sig peptide

/gene="Secl"

mat peptide

ORIGIN

535..1548

/gene="Secl"

/product="unnamed"
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aaacttagtc
attccaaaag
atcagtcgtt
atgaataatc
ttagttcaaa
taccataaca
acgcaccaag
aagaccttcc
ctaaacccta
tatccgcagce
tatcaaccac
ccattccccc
ccacaacaac
ccgcaacaac
cagcaaacac
agatcattcg
caacaaccat
cagcaacccc
agaccacaac
ccattccccce
caaccagaac
ccattttccc
ccccaacaac
attccccage

ccacaactac

tattctcatt
ccactgaagc
aaggcaaaat
atcgagcatg
caaaatgaca
aagcttatga
actataaata
atcagaaaca
tcatctttgt
gcgaacaaga
aaccatatcc
agcaaccatt
agcaacccca
catttcccca
cccagagacc
aacaaccatt
cccagcaacc
tttcccagcec
aacaaccatc
aaccatttcc
tgcaaccgca
aaataatttc
agccccaaca
cattccccct
aaccccaaca

catttcccca

tattttgtga
tatgcctatc
caagatcaag
ccttacaacc
caagtaaagt
gcactttttc
cacatgcacc
tcaattccaa
cctcgccatg
gttgcaatca
ctcacaccaa
tccccaaccc
acaacctttc
gccccaacag
agagcaacaa
tcccctgcecaa
aaaacaaata
gcaacaacca
ccccctgcaa
ccagcaacca
acaaccagtc
ccagcgaccc
accacttcct
gcaaccgcaa
accattccct

gccccagcaa

tctatcatat
tgcatataca
gtgtgtagtg
ggataatatg
tgtgccatca
agaaagcgag
attatagtca
gcaagcatta
acgatgagca
ccacaacaac
ccatttccca
caacaaccag
ccccagcccce
ccaattcccc
ttccceccage
cctcaacaac
atttcccaac
tttcctcage
ccgcaacaac
caacaaataa
ccccaacaac
caacaaccat
cagcaacctg
caaccattcc
ctgcaaccac

ccatttgtag

actgacacac
tgtagagcat
taaagtgaaa
tgcaacaaaa
aacacaacat
ttcaatgatg
ccttccatca
gtaaccacaa
tcatcactac
cagttccaaa
caccgcaaca
cccccataca
aacaacaatt
agcaaccaca
aaccacaaca
cattcccaca
aaccattccc
aaccgggaca
cattctcgca
ttccccagceca
cacaaagacc
tccctcectgcea
gacaaataat
cccagcaatc
aacaaccgtc

tagtggtata

acaagcttac
cacaaactga
aaaatgagtc
agcaacaatg
accaaaacta
aatgaatcca
tccaaacttc
atccaacatg
cgctaggcag
agaacaatca
atattccccce
accacaacaa
acccttgcaa
acaatcgttc
aataattccc
acaaccacaa
tctgcagcca
aataattccc
gcaaccccag
accacaacaa
attcggccag
gccacaacaa
tcctcaacaa
ggaacaaata

CcCccccaacaa

ggcatcgggg


https://www.ncbi.nlm.nih.gov/protein/21204
https://www.ebi.ac.uk/ego/GProtein?ac=Q05573
https://www.ebi.ac.uk/interpro/entry/InterPro/IPR001376
https://www.uniprot.org/uniprot/Q05573
https://www.ncbi.nlm.nih.gov/protein/CAA42837.1?from=1&to=19
https://www.ncbi.nlm.nih.gov/protein/CAA42837.1?from=20&to=357
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gccaatcaaa
gtgttcaatg
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attatctacc

caaagagata
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