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LOCUS KP090166 5883 bp RNA linear VRL 28-MAR-2015
DEFINITION Potato leafroll virus, complete genome.
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VERSION KP090166.1
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SOURCE Potato leafroll virus

ORGANISM Potato leafroll virus
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Sobelivirales; Solemoviridae; Polerovirus; Polerovirus PLRV.
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FEATURES Location/Qualifiers
source 1..5883
/organism="Potato leafroll virus"
/mol type="genomic RNA"
/db_xref="taxon:12045"
/collection date="01-Sep-2014"
CDS 71..814
/note="28 kDa"
/codon_start=1
/product="P0O"
/protein id="AJY53718.1"
/translation="MIVLTQSGTLLFDQRFKLSKFLFVVIATGFPLLLQQASLIYGYN
HEQIYRICRSFLYVLPLLNCKRGRISTSGLQLPRHLHYECLEWGLLCGTHPAIQIVGP
TIVIKLDDPTTAAAYRSELLRVSSSSYIQNAAGLSNGWGHDMEAFVRNAICLLELRER
SIPQSGLRDLMGNYQHLVRSLLDACEVDHFVPLDFQHRSLMLNFARLYNQLDLQGRAK
SFRALTGFPVYVPSEDYLEGSFLQKELQE"
CDS 204..2123



CDS

CDS

CDS

/note="70 kDa"

/codon_start=1

/product="P1"

/protein id="AJY53719.1"
/translation="MNRFTAYAALFFMFSLCSTAKEAGFQHPAFNFRGTSTMSALSGD
YSAAPTPLYKSWALPSSLNLTTQPPPPLTDRSYYELVQALISKMRLDCQTVGDMTWRH
LSEMLFASWNSVKEVSLKAASVTLWAIINIWFGLYWTLARLITLFLWTFSIEALCLIL
LGCITSLIYKGALSLSEHLPVFLFMSPLKIIWRAAFSKRNYKNERAVEGYKGFEFSVPQK
PPKSAVIELQHENGSHLGYANCIRLYSGENALVTAEHCLEGAFATSLKTGNRIPMSTE
FPIFKSARNDISILVGPPNWEGLLSVKGAHFITADKIGKGPASFYTLEKGEWMCHSAT
IDGAHHQFVSVLCNTEPGYSGTGFWSSKNLLGVLKGFPLEEGCNYNVMSVIPSIPGIT
SPNYVFESTAVKGRVFSDEAVKELEREASEAVKKLARFKSLAGKNWADDYDSDEDYGL
EREAATNAPAEKTAQTNSAEKTAPSTSAEKTAPTNKPLNGQAAPSAKTNGNSDIPDAA
TSAPPMNKMVEQITITAMVGRINLSEIEEKIVSRVSQKALQKPKQOKKRGRRGGKNKQNN
LPPTSTQSISGAPKKEAAPQASGSAGISRATTTPAPEVKPSGGKNSAKFIPSWRRKQQ
DSAGQKPDLKLSSKA"

1528..1668

/note="replication associate protein 1 (Rapl); 5 kDa"
/codon_start=1

/product="pP8"

/protein id="AJY53720.1"
/translation="MTPMRITVWRERLQQOMRPQRKLLKQTQQRRLLHQLQQRKLLQQT
SL"

join (1537..1539,1541..3391)

/ribosomal slippage

/note="RNA-dependent RNA polymerase; 69 kDa"
/codon_start=1

/product="p2"

/protein id="AJY53721.1"
/translation="MGLRSGERGCNKCARRENCSNKLSREDCSINFSRENCSNKQAFK
WASGTVRONKRQLRHPRRRYKRTTNEQNGRTDHHSYGGENQSLGDRGEDSEQGVSESP
AEAQTKETRKAWREEQAKQFTSYFDAIYKWGAQEGGCPPGFRKCGNIPRYYHPRTRGE
TKWGOQKLCQVHPELAEKTAGFGWPKAGSEAELQSLNLOQAARWLORAESATIPGAEARK
RVIEKTVETYRNCVTNAPLCSLKSKLDWAGFQODIREAVQSLELDAGVGIPYIAYGLP
THRGWVEDHKLLPVLTQLTEFDRLOKMSEASFEDMSAEELVQEGLCDPIRLEFVKGEPHK
QSKLDEGRYRLIMSVSLVDQLVARVLFQONONKREISLWRSVPSKPGFGLSTDTQTAEF
LECLQKVSGAPSVEELCANHKEYTRSTDCSGFDWSVAYWMLEDDMEVRNRLTENNTQL
TKRLRAAWLKCIGNSVLCLSDGTLLAQTVPGVQKSGSYNTSSSNSRIRVMAAYHCGAD
WAMAMGDDALEAPNSDLEEYKTLGFKVEVGRELEFCSHIFRNPTLAVPVNTNKMLYKL
IHGYNPECGNPEVIQNYLAAVFSVLOELRHDRELVAKLHQWLVPSATTKEH"
3589..5742

/note="CP; read-through protein; 76 kDa"

/codon_start=1

/transl_except=(pos:4213..4215,aa:OTHER)



CDS

CDS

CDS

CDS

/product="P5"

/protein id="AJY53724.1"
/translation="MSTVVVKGNVNGGVQQPRRRRRQSLRRRANRVQPVVMVTAPGQP
RRRRRRRGGNRRSRRTGVPRGRGSSETFVFTKDNLVGNSQGSFTFGPSLSDCPAFKDG
ILKAYHEYKITSILLQFVSEASSTSSGSIAYELDPHCKVSSLOSYVNKEFQITKGGAKT
YOARMINGVEWHDSSEDQCRILWKGNGKSSDPAGSFRVTIRVALONPKXVDSGSEPGP
SPOPTPTPTPOQKHERFIAYVGIPMLTIQARENDDQIILGSLGSQRMKYIEDENQNYTN
ISSEYYSQSSMQAVPMYYENVPKGOQWSVDISCEGYQPTSSTSDPHRGRSDGMIAYSNA
DSDYWNVGEADGVKISKLRNDNTYRQGHPELEINSCHFREGQLLERDATISFHVEAPT
DGRFFLVGPAIQKTAKYNYTISYGDWTDRDMELGLITVVLDEHLEGTGSANRVRRPPR
EGHIYMASPREPEGKPVGNKPRDETPIQTQERQPDQTPSDDVSDAGSVNSGGSTESLQ
LEFGANSDSTHDATVDGTDWPRIPPPRHPPELRVSGNSRTVTDFSPKADLLENWDAEH
FDPGYSKEDVAAATITIAHGSIQDGRSMLEKREENVKNKTSSWKPPLPKAVSPAIAKLR
SIRKSQPLEGGTLKKDATDGVSSIGSGSLTGGTLKRKATIEERLLOQTLTTEQRLWYEN
LKKTNPPAATQWLFEYQPPPQVDRNIAENPFQGRK"

3589..4215

/note="coat protein; 23 kDa"

/codon_start=1

/product="pP3"

/protein id="AJY53722.1"
/translation="MSTVVVKGNVNGGVQQPRRRRRQSLRRRANRVQPVVMVTAPGQP
RRRRRRRGGNRRSRRTGVPRGRGSSETFVFTKDNLVGNSQGSFTFGPSLSDCPAFKDG
ILKAYHEYKITSILLQFVSEASSTSSGSIAYELDPHCKVSSLOSYVNKEFQITKGGAKT
YOARMINGVEWHDSSEDQCRILWKGNGKSSDPAGSFRVTIRVALQNPK"
3614..4084

/note="viral movement protein; 17 kDa"

/codon_start=1

/product="pP4"

/protein id="AJY53723.1"
/translation="MSMVVYNNQEGEEGNPFAGALTEFSQWLWSRPLGNPGAEDAEEE
ATAAQEELEFPEDEAQARHSCLORTTSWATPKEVSPSGRVYQTVRHSRMEYSRPTMST
RSQASYFSSSARPLPPPPVPSLMSWTPIAKYHPSSPTSTSSKLRRAAPKLIKRG"
5147..5335

/note="7.1 kDa"

/codon_start=1

/product="P6"

/protein id="AJY53725.1"
/translation="MLQSMVQTGPEFLHQGTHPNLEFPAIQELLLTFLRKPIYWRIGM
PNTSTLVIPKKMSLLLLL"

5365..5742

/note="14 kDa"

/codon_start=1

/product="P7"

/protein id="AJY53726.1"



/translation="MLEKREENVKNKTSSWKPPLPKAVSPAIAKLRSIRKSQPLEGGT
LKKDATDGVSSIGSGSLTGGTLKRKATIEERLLOQTLTTEQRLWYENLKKTNPPAATQW
LFEYQPPPQVDRNIAENPFQGRK"

ORIGIN
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gactgtccgg
atcttacttc
ttggaccccc
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tccttcagag
gagcctggtc
attgcttacg
atattgggtt
acaaatatta
ttcaatgtcc
agcagcacct
gattccgatt
gataacacct
ggccaactcc
cgattctttc
tacggtgact
catttagaag
tatatggcct

accccgatac

atgtcggagg
gatcctatca
cgctaccgcc
caaaatcaga
ggcctttcaa
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tccggtttcg
cgcctgacat
ataggaaact
gtgcaaaaga
gcctatcact
aactccgacc
gaattctgtt
atgctttaca
aactatctgg
gccaagctcc
ctaaaactag
accggacaaa
cccattttca
aattgttaat
gaaggcgaag
tcacggcccc
gaagaactgg
acctcgtggg
cattcaagga
agttcgtcag
attgcaaagt
ccaaaactta
agtgccggat
tcaccatcag
caagcccaca
ttggcatacc
ccttagggag
gttctgagta
cgaaagggca
cggatccaca
actggaatgt
accgccaagg
ttgaacggga
tcgttggtcc
ggacggaccg
gcactggttc
cgccgegega

aaacgcagga

ccagctttga
gactatttgt
tcatcatgtc
acaaaaggga
ctgacactca
tggaagaatt
actggtcagt
ttaataacac
ccgtcttatg
gcggaagtta
gtggcgccga
tggaggagta
cacacatctt
agttgatcca
ctgcagtatt
accagtggtt
ccaagcataa
atagattata
gtagccggtt
gagtacggtc
aaggcaatcc
tgggcaaccc
agttccccga
caactcccaa
tggaatactc
cgaggcctct
atcatcccte
tcaagcgcgg
actgtggaag
ggtggctttg
accaacaccc
tatgctaacc
ccaaaggatg
ttactctcaa
atggtcagtc
ccggggtagg
tggtgaagcg
tcacccagaa
cgctacaatt
cgctatccag
agacatggag
ggctaacaga

accggaagga

aagacaacct
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gatcaaactc
gagtcgctgce
ggtacagact
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ggcagtattc
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gaagagcgtt
aaaactaacc
gatagaaaca
actgagtgtc
cctgctagag
agt

cgtctgacga
aattggagtt
ggcccagaat
ctgttactga
accctggtta
aagatgggcg
ggaagccccc
aatcccaacc
ttggcagtgg
tactgcagac
ctccagctgce
tagctgaaaa
cgccggacat

accgtcgaaa

cgtatccgat
cggagcaaac
tcctccacca
cttttctccg
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aagtatgctg
gttacctaaa
cctcgaggga
ttctctaaca
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cacccaatgg
tccattccaa
taagcggaac

gacgcgactg

gctggttcgg
tcagatagta

aggcacccac
aaagccgatc
gatgtcgctg
gagaagagag
gcggtgagcec
gggaccctta
ggtggcacgc
gaacaaaggc
ctgtttgaat
gggaggaaat
gaaagccgaa

tgtagccagg

taaacagcgg
cccacgatgce
ccgaacttag
tattggagaa
ctgctactat
aggaaaatgt
cagccatagc
agaaagacgc
ttaagaggaa
tgtggtacga
atcagccacc
gagtcgactc
aggtgattag

atcctcttac

cggctcaact
tacagtcgat
agtttccggce
ttgggatgcc
tatagcgcac
caagaacaaa
caaattgcgc
cactgatggt
ggcaactatt
gaatttgaag
tccccaagta
acgacttaaa

gctctcaacg

agggttgtgt



