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DEFINITION  Potato virus M isolate Ca508 coat protein gene, complete cds.
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            misolani.
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[bookmark: comment_EF063388.1][bookmark: feature_EF063388.1]FEATURES             Location/Qualifiers
     source          1..915
                     /organism="Potato virus M"
                     /mol_type="genomic RNA"
                     /isolate="Ca508"
                     /host="potato"
                     /db_xref="taxon:12167"
                     /geo_loc_name="Canada"
     CDS             1..915
                     /codon_start=1
                     /product="coat protein"
                     /protein_id="ABM21681.1"
                     /translation="MGDSTKKVEVAKEAGTSQAAKGNRPLPTAAEFEGDDTSGDASVR
                     NAEANEEASLERRLNSLREFLRERRGAIRVTNPGLETGRPRLKLADDMRPDPTNPYNR
                     PSLEALSRIKPIAVSNNMATSEDMMRIYVNLEGLGVPTEYVQQVVIQAVLFCKDASSS
                     VYLDPRGSFEWPRGAITADAVLAVMKKDAETLRRVCRLYAPVTWNHMLAHNSPPADWA
                     AMGFQYEDRFAAFDCFDYVENTAAVQPLEGLIRRPTPREKVAHNTHKDIALRGANRNQ
                     VFGSLNAEVTGGMNGPELTRDFGKSNNK"
ORIGIN      
[bookmark: sequence_EF063388.1]        1 atgggagatt caacgaagaa agttgaagtt gccaaagaag ctggaacatc gcaagcggcc
       61 aaggggaaca gaccactacc tacggcggca gaatttgaag gtgatgacac ctctggagat
      121 gctagtgtcc gcaatgctga ggcaaatgag gaagcgtcac tggagcgcag attgaatagc
      181 ttgcgtgagt ttctacgtga gcgaagaggc gccatacggg taaccaatcc tggtttggag
      241 actggccgtc cacgactcaa gcttgcagac gacatgcgcc cggatccaac aaatccttac
      301 aacaggccgt cgcttgaggc actgagcaga attaaaccta tagctgtgtc aaacaatatg
[bookmark: _Hlk210725198][bookmark: _Hlk210725257][bookmark: OLE_LINK20]      361 gccacatctg aggacatgat gcgcatctat gtcaatcttg aaggtttggg ggtgcccact
      421 gagtatgtgc agcaagtggt gatccaagcg gtgcttttct gcaaagatgc aagtagctcg
[bookmark: OLE_LINK19][bookmark: _Hlk210725232]      481 gtgtatctcg atccacgcgg ctccttcgaa tggccaaggg gtgcaatcac tgcagatgcg
[bookmark: _GoBack]      541 gtgctggctg taatgaagaa agacgcagag actctgcgca gagtctgtag gctgtacgcg
      601 cccgtcacat ggaatcacat gctggcgcac aattccccac cagcggactg ggcggctatg
      661 ggtttccaat atgaagacag attcgcagcc tttgactgct ttgactacgt ggagaacaca
      721 gctgcagttc aaccactgga agggctgata cgccgtccta ccccaagaga gaaggttgcg
      781 cataacactc acaaggacat agctctgagg ggggccaatc gcaatcaggt gtttggttcg
      841 ctcaatgctg aggtaactgg aggtatgaat ggtcccgagc tcactaggga tttcggcaag
      901 tcgaataaca aatga
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