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LOCUS       AY974335                 765 bp    RNA     linear   VRL 18-APR-2005
DEFINITION  Porcine epidemic diarrhea virus strain QH membrane protein (M)
            gene, complete cds.
ACCESSION   AY974335
VERSION     AY974335.1
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     source          1..765
                     /organism="Porcine epidemic diarrhea virus"
                     /mol_type="genomic RNA"
                     /strain="QH"
                     /db_xref="taxon:28295"
     gene            1..765
                     /gene="M"
     CDS             58..738
                     /gene="M"
                     /codon_start=1
                     /product="membrane protein"
                     /protein_id="AAX84831.1"
                     /translation="MSNGSIPVDEVIQHLRNWNFTWNIILTILLVVLQYGHYKYSVIL
                     YGVKMAILWILWPLVLALSLFDAWASFQVNWVFFAFSILMACITLMLWIMYFVNSIRL
                     WRRTHSWWSFNPETDALLTTSVMGRQVCIPVLGAPTGVTLTLLSGTLLVEGYKVATGV
                     QVSQLPNFVTVAKATTTIVYGRVGRSVNASSGTGWAFYVRSKHGDYSAVSNPSAVLTD
                     SEKVLHLV"
ORIGIN      
[bookmark: sequence_AY974335.1]        1 agtcttacat gcgaattgac cctctcccca gtactgttat tgacgtataa acgaaatatg
       61 tctaacggtt ctattcccgt tgatgaggtg attcaacacc ttagaaactg gaatttcaca
      121 tggaatatca tactgacgat actacttgta gtgcttcagt atggccatta caagtactct
      181 gtgatcttgt atggtgttaa gatggctatt ctatggatac tttggcctct tgtgttggca
      241 ctgtcactct ttgacgcatg ggctagcttt caggtcaact gggtcttttt cgctttcagc
      301 atccttatgg cttgcatcac tcttatgctg tggataatgt actttgtcaa tagcattcgg
      361 ttgtggcgca ggacacattc ttggtggtcc ttcaatcctg aaacagacgc gcttctcact
      421 acttctgtga tgggccgaca ggtctgcatt ccagtgcttg gagcaccaac tggtgtaacg
      481 ctaacactcc ttagtggtac attgcttgta gagggctata aggttgctac tggcgtacag
      541 gtaagtcaat tacctaattt cgtcacagtc gccaaggcca ctacaacaat tgtctacgga
      601 cgtgttggtc gttcagtcaa tgcttcatct ggcactggtt gggctttcta tgtacggtca
      661 aaacacggcg actactcagc tgtgagtaat ccgagtgcgg ttctcacaga tagtgagaaa
      721 gtgcttcatt tagtctaaac agaaacttta tggcttctgt cagct

