Xanthomonas oryzae pv. oryzicola putative siderophore receptor gene, complete cds
GenBank: AY129230.1
[bookmark: EntrezSystem2.PEntrez.Nuccore.Sequence_R]FASTA Graphics 
[bookmark: locus_AY129230.1]Go to:
LOCUS       AY129230                2163 bp    DNA     linear   BCT 07-SEP-2006
DEFINITION  Xanthomonas oryzae pv. oryzicola putative siderophore receptor
            gene, complete cds.
ACCESSION   AY129230
VERSION     AY129230.1
KEYWORDS    .
SOURCE      Xanthomonas oryzae pv. oryzicola
  ORGANISM  Xanthomonas oryzae pv. oryzicola
            Bacteria; Pseudomonadati; Pseudomonadota; Gammaproteobacteria;
            Lysobacterales; Lysobacteraceae; Xanthomonas.
REFERENCE   1  (bases 1 to 2163)
  AUTHORS   Zou,L.F., Wang,X.P., Xiang,Y., Zhang,B., Li,Y.R., Xiao,Y.L.,
            Wang,J.S., Walmsley,A.R. and Chen,G.Y.
  TITLE     Elucidation of the hrp clusters of Xanthomonas oryzae pv. oryzicola
            that control the hypersensitive response in nonhost tobacco and
            pathogenicity in susceptible host rice
  JOURNAL   Appl. Environ. Microbiol. 72 (9), 6212-6224 (2006)
   PUBMED   16957248
REFERENCE   2  (bases 1 to 2163)
  AUTHORS   Li,Y., Chen,G. and Wang,J.
  TITLE     A putative siderophore receptor gene of Xanthomonas oryzicola
  JOURNAL   Unpublished
REFERENCE   3  (bases 1 to 2163)
  AUTHORS   Li,Y., Chen,G. and Wang,J.
  TITLE     Direct Submission
  JOURNAL   Submitted (05-JUL-2002) Plant Pathology, Molecular Plant Pathology,
            No. 1 Weigang Road, Nanjing, Jiangsu 210095, China
[bookmark: comment_AY129230.1][bookmark: feature_AY129230.1]FEATURES             Location/Qualifiers
     source          1..2163
                     /organism="Xanthomonas oryzae pv. oryzicola"
                     /mol_type="genomic DNA"
                     /db_xref="taxon:129394"
                     /note="pathovar: oryzicola"
     CDS             1..2163
                     /note="similar to Ralstonia solanacearum prhA gene; outer
                     membrane protein; may switch activation of hrp genes"
                     /codon_start=1
                     /transl_table=11
                     /product="putative siderophore receptor"
                     /protein_id="AAM97292.1"
                     /translation="MSATFPLLSHCPLALVLAFCCAPALAQQQPDADAVELDAVNVRG
                     ERVETSTALSGFGATRLLDAPASIALIDRQQLLDRQARVLSEVLRADASAGDAYAPIG
                     YYENFVVRGYSLNAANSYRINGMSAVGEQSIALENKQQVQLLKGLAGLQSGVNEPAGL
                     IDYRTKRPEQVRSVTLGTDEQGSRYLAADLGDWFGAERTLGVRINAAREDIDSDVDHA
                     DGYRNFLSLAGDWKITPQALLQLDVEYQHRQQRSVPGYQLLGGTQVPRDIDVHRLLGY
                     QPWARPVEMDSLNAQLRYAYQFNDDWRATADASRSRSTINDFSAFAWGCYGAASCADI
                     ATPNFFSAQGEYDVYDYRSPDDTRVHDQLRATLEGRVATGALEHRLSVGGEWLRRTID
                     RFGSVNALIGSGSIDRDPEVFAQTDVPLAPKQRRLDSRQRALVLADRIGLGAQWELSL
                     GARYVQLDERSFDHDGLLERRTRKHTVLPQAALLFKPQQNLSLYASYAKSLAAGGTAP
                     WFADNADEILPPTNAYQLETGAKIDLQGLRLGAALFDIRQAYQFTQPQADGGLLYVQQ
                     GRLHNRGLELSADGAATRQLRLFASIAAIRARAEDTDIAEYEGHQAINVPKLRASVQA
                     DYSVPGVDGLALLAGVQYSGRKFADRLGNASVPAYAVANLGARYATALGGLATTWRLN
                     VDNVFDKRYWRDSGEYQGDAYLFPGAPRTARLTVQVDF"
ORIGIN      
[bookmark: sequence_AY129230.1]        1 atgtctgcga ccttccccct gctctcccac tgcccgctcg cgctggtatt ggcgttttgc
       61 tgcgcccctg cactggcgca gcagcaaccc gacgccgatg ccgtcgaact ggatgcggtc
      121 aacgtgcgtg gcgagcgcgt cgagaccagc acggcattga gcggattcgg cgcaacccgc
      181 ctgctggacg cacccgcgtc gatcgcgctc atcgatcgtc agcaattgct cgatcgtcag
      241 gcacgcgtgc tcagtgaagt cctgcgtgcc gatgcttccg ctggcgatgc gtatgccccc
      301 attggctatt acgaaaactt cgtggtgcgc ggctattcgc tcaatgccgc caacagctac
      361 cgcatcaacg gcatgagcgc ggtgggcgaa caatcgatcg cgttggaaaa caaacagcag
      421 gtgcaactcc tcaagggtct ggccgggttg cagtcgggtg tcaacgaacc ggccgggctg
      481 atcgactacc gcaccaagcg gcccgagcag gtgcgcagcg tgaccctggg caccgacgaa
      541 caaggctcgc gctatctcgc cgccgatctg ggcgactggt tcggtgccga acgcacgctg
      601 ggcgtgcgca tcaacgccgc acgcgaagac atcgacagcg atgtcgatca tgccgacggc
      661 taccgcaatt tcctgtcgct ggccggcgac tggaagatca ccccgcaagc gctgctgcag
      721 ctggacgtgg aatatcagca tcggcaacag cgctcggtgc cgggctatca actgctgggt
      781 ggcacgcagg tgccgcgcga tatcgatgtg catcgcctgc ttggctatca gccgtgggca
      841 cgtccggtgg aaatggattc gctcaacgcg cagctccggt acgcctacca gttcaacgac
      901 gactggcgcg ccactgccga cgcatcgcgc agccgctcga cgatcaacga cttctctgcg
      961 ttcgcctggg gctgctatgg cgcggcaagc tgcgccgaca tcgccacgcc gaacttcttc
     1021 agcgcgcagg gcgagtacga cgtctacgat taccgcagcc ccgacgacac ccgcgtgcac
[bookmark: _GoBack]     1081 gatcaactgc gtgccacgct ggaaggccgt gtcgctaccg gcgcgctgga gcatcgcctg
     1141 agcgtaggcg gcgaatggtt gcgccgcacc atcgaccgtt ttggctcggt caacgcatta
     1201 atcggcagcg gcagcatcga ccgcgacccg gaggtatttg cgcagaccga tgtgccgctg
     1261 gcccccaagc agcgccgcct ggatagccgc cagcgcgcgc tcgtgttggc cgaccgcatc
     1321 ggcctgggtg cgcaatggga actgtcgctt ggcgcgcgct acgtgcaact ggacgaacgc
     1381 agcttcgatc acgacggtct gctggaacga cgcacgcgca aacacacggt gctgccgcag
     1441 gcggcgctgc tgttcaagcc gcagcagaac ctgtcgctgt atgccagcta cgccaagagc
     1501 ctggcggccg gcggcacggc gccgtggttt gccgataacg ccgacgagat cctgccgccc
     1561 accaatgcat atcagctgga aaccggcgca aagatcgacc tgcagggcct gcgcctgggc
     1621 gcggcattgt tcgacatccg tcaggcctat cagttcaccc aaccgcaggc cgatggcggt
     1681 ctgctctatg tgcagcaggg ccgcctgcac aaccgcggcc tggagctgtc tgccgacggt
     1741 gcagcgaccc ggcagctgcg tctgttcgcc agcatcgcag caatccgcgc gcgtgcagaa
     1801 gacaccgaca ttgccgagta tgagggccat caggcgatca acgtgcccaa gctgcgcgcc
     1861 agcgtgcagg ccgattacag cgtgcccggc gtcgatggac tggcgctgct ggccggcgtg
     1921 caatacagcg ggcgcaagtt cgccgaccgc ctcggcaacg ccagcgtgcc ggcctacgcc
     1981 gtggccaatc tgggtgcacg ctacgccacg gcgctgggcg ggctggcgac cacctggcgt
     2041 ttgaacgtgg acaacgtatt cgataagcgc tattggcgcg attccggcga ataccagggc
     2101 gatgcgtatc tgttccccgg tgcgccgcgc actgcgcggc tgacagtgca ggtggatttc
     2161 tag
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