Bacteroides fragilis bft-1 gene for metalloprotease, complete cds
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LOCUS       AB026625                1546 bp    DNA     linear   BCT 20-JAN-2000
DEFINITION  Bacteroides fragilis bft-1 gene for metalloprotease, complete cds.
ACCESSION   AB026625
VERSION     AB026625.1
KEYWORDS    metalloprotease.
SOURCE      Bacteroides fragilis
  ORGANISM  Bacteroides fragilis
            Bacteria; Pseudomonadati; Bacteroidota; Bacteroidia; Bacteroidales;
            Bacteroidaceae; Bacteroides.
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            Japan
  JOURNAL   FEMS Microbiol. Lett. 182 (1), 171-176 (2000)
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REFERENCE   2  (bases 1 to 1546)
  AUTHORS   Kato,N. and Koumura,Y.
  TITLE     Direct Submission
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[bookmark: comment_AB026625.1][bookmark: feature_AB026625.1]FEATURES             Location/Qualifiers
     source          1..1546
                     /organism="Bacteroides fragilis"
                     /mol_type="genomic DNA"
                     /isolate="GAI20269"
                     /db_xref="taxon:817"
                     /note="isolated from blood"
     gene            344..1537
                     /gene="bft-1"
     CDS             344..1537
                     /gene="bft-1"
                     /codon_start=1
                     /transl_table=11
                     /product="metalloprotease"
                     /protein_id="BAA77276.1"
                     /translation="MKNVKLLLMLGTAALLAACSNEADSLTTSIDAPVTASIDLQSVS
                     YTDLATQLNDVSDFGKMIILKDNGFNRQVHVSMDKRTKIQLDNENVRLFNGRDKDSTS
                     FILGDEFAVLRFYRNGESISYIAYKEAQMMNEIAEFYAAPFKKTRAINEKEAFECIYD
                     SRTRSAGKDIVSVKINIDKAKKILNLPECDYINDYIKTPQVPHGITESQTRAVPSEPK
                     TVYVICLRENGSTIYPNEVSAQMQDAANSVYAVHGLKRYVNFHFVLYTTEYSCPSGDA
                     KEGLEGFTASLKSNPKAEGYDDQIYFLIRWGTWDNKILGMSWFNSYNVNTASDFEASG
                     MSTTQLMYPGVMAHELGHILGAEHTDNSKDLMYATFTGYLSHLSEKNMDIIAKNLGWE
                     AADGD"
ORIGIN      
[bookmark: sequence_AB026625.1]        1 ttttaattaa actttaataa ttttaagata tattatggag tgctattcgg ttaaaatttg
       61 cagtaggaat gcattatgag cagacaggca tcggtttgct gggcgtatat ggtgtttgga
      121 tggcaagatt gggagattag cttagtaaaa tgtgcattgg gatcagggaa aatgtggaat
      181 cacatcgtgc atcagtggaa atgggatgag tatcataaaa cgctgctctt tttccgttcc
      241 atcttcagaa ctaatattga tatgtgtact attaatatgt tacatataat aatgaattgt
      301 tgcaacaatt ataaaaccaa tgtttatttt aaattttaac aaaatgaaga atgtaaagtt
      361 acttttaatg ctaggaaccg cggcattatt agctgcatgt tctaatgaag ctgattctct
      421 aacaacatct attgatgctc cagttacagc ttccattgac ttacaatcag taagttatac
      481 tgatttagcg acacaactta acgatgtatc ggactttggc aaaatgatta ttctaaaaga
      541 caatggtttc aaccgtcagg tacatgtttc tatggataag cgtactaaaa tacagctgga
      601 taatgagaat gtccgtctgt tcaacggcag ggacaaggat tctaccagct ttatactggg
      661 agatgagttc gcagtattac gtttttatcg caatggcgaa tccatcagct acatcgcata
      721 caaggaagcg caaatgatga atgagattgc cgaattttat gctgcaccat ttaaaaagac
      781 acgtgcaata aacgagaagg aggcttttga atgcatttat gattcaagga caagaagtgc
      841 tggaaaggat attgtttcag taaaaatcaa tattgacaag gcaaaaaaaa tattgaatct
      901 tcctgaatgc gattatataa atgattacat aaaaacgcct caagtacctc atggaataac
      961 tgaaagtcag acacgtgcag taccttctga acctaaaacg gtatatgtca tttgtctgag
     1021 agagaatgga agtactatct atcctaatga agttagtgcc cagatgcagg atgcggcgaa
     1081 ctcggtttat gcagttcatg gactgaaaag atatgtcaat ttccactttg tactgtatac
     1141 tactgaatac agttgtccaa gtggcgacgc caaagaggga ctggaaggct ttactgcttc
     1201 actaaaaagt aatccaaaag cagaaggtta tgacgatcaa atttattttt taatacgctg
     1261 gggtacttgg gataataaaa tcttagggat gtcctggttc aattcttata atgtgaatac
     1321 ggcttcggat tttgaagcca gtgggatgtc tacaacccag ctgatgtatc ccggggtgat
     1381 ggcacacgaa ctaggtcata tactgggcgc tgagcatacg gataattcaa aagatttgat
     1441 gtatgctaca tttactggat acttatccca tttgtccgag aaaaatatgg atataatcgc
     1501 taaaaatctc ggttgggaag ctgcagatgg cgattagata aaaaag
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