Sweet potato G virus isolate LSU-1 polyprotein gene, partial cds
GenBank: AY178991.1
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LOCUS AY178991 1237 bp RNA linear VRL 24-JUL-2016

DEFINITION Sweet potato G virus isolate LSU-1 polyprotein gene, partial cds.
ACCESSION AY178991

VERSION AY178991.1
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FEATURES Location/Qualifiers
source 1..1237

/organism="Sweet potato virus G"
/mol type="genomic RNA"
/isolate="LSU-1"
/db _xref="taxon:46619"

CDS <1..>1237
/note="contains coat protein and nuclear inclusion
protein"
/codon_start=2
/product="polyprotein"
/protein id="AA021216.1"
/translation="STVVDNTLMVVLAMTYSLEKVGIKGEEQDEVCVYFANGDDLLIA
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