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[bookmark: feature_MT169820.1]FEATURES             Location/Qualifiers
     source          1..1327
                     /organism="Lepisorus fortuni"
                     /organelle="plastid:chloroplast"
                     /mol_type="genomic DNA"
                     /specimen_voucher="Zhang Liang 2870 (KUN)"
                     /db_xref="taxon:272675"
                     /geo_loc_name="China: Tibet"
     gene            <1..>1327
                     /gene="rbcL"
     CDS             <1..>1327
                     /gene="rbcL"
                     /codon_start=2
                     /transl_table=11
                     /product="ribulose-1,5-bisphosphate carboxylase/oxygenase
                     large subunit"
                     /protein_id="QIT07256.1"
                     /translation="AGVGFKAGVRDYRLTYYTPEYKTKDTDILAAFRMTPQPGVPAEE
                     AGAAVAAESSTGTWTTVWTDGLTSLDRYKGRCYDIEPVAGEENQYIAYVAYPLDLFEE
                     GSVTNLFTSIVGNVFGFKALRALRLEDLRIPPAYSKTFIGPPHGIQVERDKLNKYGRP
                     LLGCTIKPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFVAEALF
                     KSQAETGEIKGHYLNATAGTCEEMLKRAVFARELGAPIVMHDYLTGGFTANTSLAFYC
                     RDNGLLLHIHRAMHAVIDRQRNHGMHFRVLAKALRMSGGDHVHAGTVVGKLEGEREVT
                     LGFVDLLRDDYIEKDRSRGIYFTQDWVSMPGVLPVASGGIHVWHMPALTEIFGDDSVL
                     QFGGGTLGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNEIIREASK"
ORIGIN      
[bookmark: sequence_MT169820.1]        1 agcgggtgtt ggattcaaag ctggtgtcag agattatcga ttgacttatt acacccccga
       61 atacaaaacc aaagataccg atatcttagc agcatttcga atgaccccac aacctggagt
      121 accggctgag gaagctggag ctgcggtagc tgcagaatcc tccacaggta cgtggaccac
      181 tgtatggaca gatgggttga ctagtcttga ccgttacaag ggccgatgct acgacatcga
      241 acccgtcgct ggggaggaga atcagtatat cgcgtatgta gcttatcctt tggatctatt
      301 tgaagaaggt tccgttacta atttattcac ctccatagtt ggtaatgtct tcggatttaa
      361 ggctctgcgt gctctacgcc tggaagacct tcgaattcct cccgcttatt ctaaaacttt
      421 cataggaccg cctcatggta tccaggttga aagggataaa ttgaacaaat atggacgtcc
[bookmark: _GoBack]      481 tctattggga tgtacaatca agccaaaatt gggtctgtct gctaaaaatt atggtagagc
      541 cgtctacgaa tgcctccgcg gtggacttga tttcacaaaa gatgatgaaa atgtgaattc
      601 ccagccattc atgcgctgga gagatcgttt tctatttgtg gcagaagctc ttttcaaatc
[bookmark: OLE_LINK2]      661 ccaggctgag acaggggaaa tcaaagggca ttacttaaat gctactgcag gtacatgtga
      721 agagatgttg aaaagagctg tttttgctag ggagttgggt gcaccaattg tcatgcatga
      781 ttacctaacc ggaggtttta ctgcaaatac cagcttagcc ttttattgca gagataatgg
      841 actacttctt catattcacc gcgcgatgca tgctgtgatc gataggcaac gaaatcacgg
      901 tatgcatttt cgtgtattgg ccaaagcgtt acgcatgtct ggcggagatc atgtacatgc
      961 tggaactgta gtaggcaaac tggaagggga acgagaagtt acccttggtt tcgtcgattt
     1021 acttcgcgac gattacattg agaaagatcg tagccgcggc atctacttca cccaagattg
     1081 ggtctctatg ccaggtgtat tacccgtagc ttcagggggt atccacgtct ggcatatgcc
     1141 tgctctaacc gaaatctttg gggacgattc cgtattacag ttcggcggag gaaccttggg
     1201 acatccttgg ggaaatgcgc caggggcagt agccaaccga gtcgcattgg aagcttgcgt
     1261 acaggctcgt aatgagggtc gcgacctggc ccgtgaaggt aatgagatta ttcgtgaagc
     1321 tagtaaa

