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LOCUS       PP559704                1294 bp    DNA     linear   PLN 05-NOV-2024
DEFINITION  Drynaria coronans voucher TAIF:Kuo2387 ribulose-1,5-bisphosphate
            carboxylase/oxygenase large subunit (rbcL) gene, partial cds;
            plastid.
ACCESSION   PP559704
VERSION     PP559704.1
KEYWORDS    .
SOURCE      plastid Drynaria coronans
  ORGANISM  Drynaria coronans
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Polypodiopsida; Polypodiidae; Polypodiales; Polypodiineae;
            Polypodiaceae; Drynarioideae; Drynaria.
REFERENCE   1  (bases 1 to 1294)
  AUTHORS   Kuo,L.-Y.
  TITLE     A DNA barcode reference of Asian ferns with expert-identified
            voucher specimens and DNA samples
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 1294)
  AUTHORS   Kuo,L.-Y.
  TITLE     Direct Submission
  JOURNAL   Submitted (29-MAR-2024) Institute of Molecular & Cellular Biology,
            National Tsing Hua University, No. 101, Sec. 2, Guangfu Rd., East
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[bookmark: comment_PP559704.1]COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
[bookmark: feature_PP559704.1]FEATURES             Location/Qualifiers
     source          1..1294
                     /organism="Drynaria coronans"
                     /organelle="plastid"
                     /mol_type="genomic DNA"
                     /specimen_voucher="TAIF:Kuo2387"
                     /db_xref="taxon:187373"
                     /geo_loc_name="Taiwan"
     gene            <1..>1294
                     /gene="rbcL"
     CDS             <1..>1294
                     /gene="rbcL"
                     /codon_start=1
                     /transl_table=11
                     /product="ribulose-1,5-bisphosphate carboxylase/oxygenase
                     large subunit"
                     /protein_id="XJP47581.1"
                     /translation="AGVKDYRLTYYTPEYKTKDTDILAAFRMTPQPGVPAEEAGAAVA
                     AESSTGTWTTVWTDGLTSLDRYKGRCYDIEPVAGEENQYIAYVAYPLDLFEEGSVTNL
                     FTSIVGNVFGFKALRALRLEDLRIPPAYSKTFIGPPHGIQVERDKLNKYGRPLLGCTI
                     KPKLGLSAKNYGRAVYECLRGGLDFTKDDENVNSQPFMRWRDRFLFVAEALFKSQAET
                     GEIKGHYLNATAGTCEEMFKRAVFARELGVPIIMHDYLTGGFTANTSLAYYCRDNGLL
                     LHIHRAMHAVIDRQRNHGMHFRVLAKALRMSGGDHVHAGTVVGKLEGEREVTLGFVDL
                     LRDDYIEKDRSRGIYFTQDWVSMPGVLPVASGGIHVWHMPALTEIFGDDSVLQFGGGT
                     LGHPWGNAPGAVANRVALEACVQARNEGRDLAREGNEII"
ORIGIN      
[bookmark: sequence_PP559704.1]        1 gctggtgtca aagattatcg attgacttat tacacccccg aatacaaaac caaagatacc
       61 gacatcttag cagcatttcg aatgacccca caacctggag taccggctga ggaagctgga
      121 gctgcggtag ctgcagaatc ctccacaggt acgtggacca ctgtatggac agatgggttg
      181 actagtcttg atcgttacaa gggccgatgc tacgacatcg aacccgtcgc tggagaagaa
      241 aaccagtata tcgcgtatgt agcttatcct ttggatctat tcgaagaagg ttctgttact
      301 aacttgttca cctccatagt aggtaatgtc tttggattta aggctctacg cgctctacgc
      361 ttggaagacc ttcgaatccc tcccgcttat tctaaaactt tcataggacc gcctcatggt
      421 attcaggttg aaagggataa attaaacaaa tatggacgtc ctttattggg atgtacaatt
[bookmark: _GoBack]      481 aagccaaaat tgggtctatc tgctaaaaat tatggtagag ccgtctacga atgccttcgt
      541 ggcggacttg atttcacaaa agatgatgaa aatgtgaatt cccagccatt catgcgttgg
      601 agagatcgtt tcttatttgt ggcagaagct ctttttaaat cccaggctga aacgggggaa
[bookmark: OLE_LINK3]      661 attaaagggc attacttaaa tgctactgca ggtacatgtg aagagatgtt taaaagagct
      721 gtttttgcta gggagttggg tgtaccaatt atcatgcatg actacctaac cggagggttt
      781 actgcaaata ccagcttagc ttattattgc agagataatg gactgcttct tcatattcac
      841 cgcgcgatgc atgctgtgat cgataggcaa cgaaatcacg gtatgcattt tcgtgtattg
      901 gccaaagcgt tacgcatgtc cggcggagat catgtacatg ctggaactgt agtaggcaaa
      961 ctagaggggg aacgagaagt tacccttggg ttcgtcgatt tacttcgcga cgattacatt
     1021 gaaaaagatc gtagccgcgg tatttatttc acccaagatt gggtatctat gccgggtgta
     1081 ttacccgtag cttcaggggg tatccacgtc tggcacatgc ctgctttaac cgaaatcttt
     1141 ggggacgatt ccgtattaca gttcggcgga ggaaccttag gacatccttg gggaaatgcg
     1201 ccaggtgcag tagccaaccg agtcgcgttg gaagcttgtg tacaggctcg taatgagggt
     1261 cgcgacctag cccgtgaagg taatgagatt attc
//

