Coxsackievirus A24 capsid protein VP1 (vp1) gene, partial cds
GenBank: AF152257.1
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LOCUS       AF152257                 325 bp    RNA     linear   VRL 16-MAR-2000
DEFINITION  Coxsackievirus A24 capsid protein VP1 (vp1) gene, partial cds.
ACCESSION   AF152257
VERSION     AF152257.1
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            Picornavirales; Picornaviridae; Ensavirinae; Enterovirus;
            Enterovirus coxsackiepol.
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FEATURES             Location/Qualifiers
     source          1..325
                     /organism="Coxsackievirus A24"
                     /mol_type="genomic RNA"
                     /isolate="GA84-6536"
                     /db_xref="taxon:12089"
     gene            <1..>325
                     /gene="vp1"
     CDS             <1..>325
                     /gene="vp1"
                     /codon_start=2
                     /product="capsid protein VP1"
                     /protein_id="AAF43552.1"
                     /translation="SGQAVPSDVIETRHVVNYKTRSESTLESFFGRSACVTILEVENF
                     NATETADKKKQFTVWPITYTNTVQLRRKLEFFTYSRFDLEMTFVVTERYYTSNSGHAK
                     NSVYQI"
ORIGIN      
        1 ctcgggacag gcagtgccat cggatgtcat tgaaactaga catgtggtta attacaaaac
       61 aaggtctgaa agcaccctgg agtcgttctt tggtaggtca gcttgtgtta ccatactgga
      121 agtggagaac tttaatgcta cagaaacagc agataagaaa aagcaattta ctgtgtggcc
      181 tattacatac accaacactg tccagctcag gagaaagttg gagttcttca catattctag
      241 gtttgatttg gagatgactt ttgttgtgac tgaaaggtat tacactagca attcaggaca
      301 tgcaaaaaat tcagtgtatc agatc
