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LOCUS AF090842 3221 bp DNA circular VRL 13-SEP-2000
DEFINITION Hepatitis B virus strain G5.27295, complete genome.

ACCESSION AF090842

VERSION AF090842.1
KEYWORDS
SOURCE Hepatitis B virus

ORGANISM Hepatitis B wvirus

Viruses; Riboviria; Pararnavirae; Artverviricota; Revtraviricetes;
Blubervirales; Hepadnaviridae; Orthohepadnavirus.
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Industriepark Zwijnaarde, Gent 9052, BelgiumFEATURES

Location/Qualifiers source 1..3221
/organism="Hepatitis B virus"
/mol type="genomic DNA"
/strain="G5.27295"
/db_xref="taxon:10407"
gene join(934..3221,1..250)

/gene="polymerase"
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CDsS

gene

CDsS

join (934..3221,1..250)

/gene="polymerase"

/codon_start=1

/product="polymerase"

/protein id="AAD40217.1"
/translation="MPLSYQHFRKLLLLDDETEAGPLEEELPRLADEDLNRRVAEDLN
LGNLNVSIPWTHKVGNEFTGLYSSTVPIFNPEWQTPSFPKIHLHEDIANRCQQFVGPLT
VNEKRRLKLIMPARFYPNSTKYLPLDKGIKPYYPDHVVNHYFQTRHYLHTLWKAGILY
KRETTRSASFCGSPYSWEQELHHGRLVIKTSQRHGDEPFCSQPSGILSRSSVGPCIRS
QFKQSRLGLQPHQGPLATSQPGRSGSIRARVHSPTRRCFGVEPSGSGHIGHSASSASS
CLHQSAVRKAAYSHLSTSKRQSSSGHAVEFHSFPPSSARSQSQGPVESCWWLQEFRNTQ
PCSNYCLSHLVNLLEDWGPCAEHGEHHIRIPRTPARVTGGVFLVDKNPHNTAESRLVV
DFSQFSRGITRVSWPKFAVPNLQSLTNLLSSNLSWLSLDVSAAFYHIPLHPAAMPHLL
IGSSGLSRYVARLSSNSRINNNQHGTLONLHDSCSRQLYVSLMLLYKTYGWKLHLYSH
PIILGFRKIPMGVGLSPFLLAQFTSAICSVVRRAFPHCLAFSYMDDVVLGAKSVQHLE
SLYTGVINFLLSLGIHLNPNKTKRWGYSLNEFMGYVIGSWGTLPQDHIVQKIKHCEFRKL
PVNRPIDWKVCQRIVGLLGFAAPFTQCGYPALMPLYACIQAKQAFTEFSPTYKAFLSKQ
YMNLYPVARQRPGLCQVFADATPTGWGLAIGHQRMRGTEFVAPLPIHTAELLAACFARS
RSGAKLIGTDNSVVLSRKYTSEFPWLLGCTANWILRGTSEVYVPSALNPADDPSRGRLG
LYRPLLRLPYRPTTGRTSLYAVSPSVPSHLPVRVHFASPLHVAWRPP"

1..465

/gene="X"

1..465

/gene="X"

/codon_start=1

/product="X"

/protein id="AAD40216.1"
/translation="MAARLYCQLDSSRDVLCLRPVGAESRGRPLARPLGAVSSPSPSA
VPSDHGAHLSLRGLPVCAFSSAGPCALRFTSARCMETTVNAHQVLPKVLHKRTLGLSA

MSTTDLEAYFKDCVFKDWEELGEEIRLKVFVLGGCRHKLVCAPSSCNEETSA"
441..1085

/gene="precore+core"
441..1085

/gene="precore+core"
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https://www.ncbi.nlm.nih.gov/protein/5114085
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/codon_start=1

/product="precore+core"

/protein id="AAD40218.1"
/translation="MQLFHLCLIISCTCPTFQASKLCLGWLWGMDIDPYKEFGATVEL
LSFLPSDFFPSVRDLLDTASALYREALESPEHCSPHHTALRQATILCWGELMTLATWVG
NNLEDPASRDLVVNYVNTNMGLKIRQLLWEFHISCLTFGRETVLEYLVSEFGVWIRTPPA

YRPPNAPILSTLPETTVVRRRDRGRSPRRRTPSPRRRRSQSPRRRRSQSRESQC"
1481..2683

/gene="PreS1+PreS2+HBsAg"

1481..2683

/gene="PreS1+PreS2+HBsAg"

/codon_start=1

/product="PreS1+PreS2+HBsAg"

/protein id="AAD40219.1"
/translation="MGGWSSKPRKGMGTNLSVPNPLGFFPDHQLDPAFGANSNNPDWD
FNPIKDHWPQANQVGVGAFGPGFTPPHGGVLGWSPQAQGILATVPAVPPPASTNRQSG
ROPTPISPPLRDSHPQAMOWNSTAFHQALQDPRVRGLYFPAGGSSSGTLNPVPTIASH
ISSISSRIGDPVPNMENITSGFLGPLLVLOQAGFFLLTRILTIPQSLDSWWTSLNFLGG
SPVCLGONSQSPTSNHSPTSCPPICPGYRWMCLRRFITIFLFILLLCLIFLLVLLDYQG
MLPVCPLIPGSTTTSTGPCKTCTTPAQGNSMFPSCCCTKPTDGNCTCIPIPSSWAFAK
YLWEWASVRFSWLSLLVPFVQWEFVGLSPTVWLSAIWMMWYWGPSLYSILSPFIPVLPI

FFCLWVYI"ORIGIN

atggctgcta
gtcggcgcectg
tctccgtcectg
tgtgccttct
accaccgtga
tcagcaatgt
gaggagttgg
ttggtctgcg
gtcccacttt
cttataaaga
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