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                     /organism="Grass carp reovirus"
                     /mol_type="genomic RNA"
                     /strain="HZ08"
                     /host="Ctenopharyngodon idellus"
                     /db_xref="taxon:128987"
                     /segment="6"
                     /geo_loc_name="China"
                     /collection_date="Sep-2008"
     CDS             43..1995
                     /note="putative outer capsid"
                     /codon_start=1
                     /product="VP4"
                     /protein_id="ADJ75338.1"
                     /translation="MGNVQTNSTTVNINGDGNSFGAESDMRSTAAPEIMLSPGKLNPN
                     GLAWMKVAGSGMGPGSLQIVHATDGSPYCYIPPDAMSSMEKSAGAVNLWEPLFATIFE
                     TCSTVNVSDFTDEFSAYVGVSEPAALKKYVEKGVFMSTSQAKNFFGTLGQRMARIKGW
                     SEDIRTAAAMIPVDTPHGSVTCDWKSLLRFWDENLPVDNVCKQYQNAVYEVALKIYPA
                     LRAGNSGSLLSDVVGVLAGGAAGTTASGVSMVEGVTRNEQVSRILTSADVDILTSSAP
                     VPVSALRTPPVELSYQPSALSAKTTPWLVRYPGTTAIEKTFDVGTTSKTTYYLSMGNS
                     GGGDLMIDLKRLPACGLEYSLRGIPIIYDTNLTAAKLAKVTPALLMLQTAKPLSAEIT
                     AADIQAITPLVVGTDKLNTLVTTGFGNIRNITDFSMSAIWEPETVSAAGNYYLWPTVI
                     GDASMTSDWGTISTSLANGRLRVAPLDLTHALHKGYVVESIVPSDVLGNASPEEMRSA
                     LPADVLTAFKAKLTTVASVVGRALNPNDSAHAPSSGTVLGPLAIENKAQSKPKPVSDL
                     WIAARRGVNLFVASPSASLQTGVPVMGDSSVLTSLTGGATTALNTGDMGTPILEATAK
                     RAARVAGGLLRQRVMDKLARYWPPPS"
ORIGIN      
[bookmark: sequence_GQ896337.1]        1 gtaatttaag catagcgtgg agaccgactt acggccacta tcatgggaaa cgtccagacg
       61 aacagcacta cagtcaatat caatggcgac ggtaatagct tcggtgccga aagcgacatg
      121 cgatcgacag ctgcgccaga aatcatgtta tcacccggaa aacttaaccc gaatggactc
      181 gcatggatga aagtcgcagg atcaggtatg ggaccaggct cactgcaaat tgtacacgca
      241 acagacgggt caccgtattg ttacatccct ccggacgcca tgtctagtat ggaaaaatca
      301 gcaggtgccg ttaatttgtg ggaacctcta ttcgccacta tattcgaaac ctgctctaca
[bookmark: _GoBack]      361 gtgaacgtgt ccgactttac tgatgagttc agtgcctacg ttggcgtcag tgaacccgcg
      421 gcccttaaga agtacgtcga gaaaggagtc ttcatgtcaa catcacaagc gaaaaatttc
      481 tttgggacac tcgggcagag gatggcgagg ataaagggtt ggtctgaaga tatacggacg
      541 gcggctgcta tgataccagt agacacacct catggctcgg tcacgtgcga ttggaagagc
      601 ttacttagat tttgggacga aaacctacca gtggataatg tgtgcaaaca ataccaaaat
      661 gctgtatatg aggtagcatt gaagatatac cctgcgttac gggccggaaa tagtggatca
      721 cttctctctg atgtcgttgg cgtattagct ggtggtgcgg caggaactac agcgtctgga
      781 gtgagtatgg tcgaaggtgt gacgcgtaat gagcaagtgt ctcgaattct gacatcagca
      841 gacgttgata ttttgacgtc gtcagcgcca gtgcctgtct cagctttgag aactccacca
      901 gtggaattgt cctatcaacc cagcgccctg agtgccaaga ccaccccatg gttggttcga
      961 tatcccggga ctactgccat agagaagaca ttcgacgtcg ggacaacatc caagacgacg
     1021 tattacctga gcatgggtaa ctccggtggt ggagatttga tgattgatct gaagcgactc
     1081 ccagcatgcg gacttgaata ctccctgcgt ggtatcccga tcatatacga taccaatctg
     1141 accgcggcga agctggctaa ggttactcct gcattgctga tgctgcagac ggctaaacca
     1201 cttagtgcgg agatcaccgc cgcagatatt caagctatca cacctcttgt agtagggact
     1261 gataagctca acactttggt caccactggt tttggcaata ttcgcaacat taccgacttc
     1321 tcaatgtctg caatttggga accagagaca gtcagcgcag caggcaatta ctatctatgg
     1381 ccgactgtaa tcggtgatgc atcaatgaca tcagactggg ggacaattag cacatctcta
     1441 gctaatggca ggctccgcgt cgcacctctg gacctgactc atgcactcca caaaggctat
     1501 gtcgtggagt caatcgtacc atctgatgtg ctaggtaacg cctcaccaga ggaaatgcgt
     1561 tccgcattac cagcagatgt gctgacagct ttcaaagcca agcttacaac agtggcttct
     1621 gtagtcggcc gtgccttaaa ccccaacgac agtgcgcatg caccatcctc cggcaccgtc
     1681 cttggcccgc ttgcaattga aaacaaggcc caatcgaaac ctaaacccgt atcagatctg
     1741 tggatagctg ctcggcgtgg tgtgaatcta ttcgtagcct ctccaagcgc gagtctgcaa
     1801 acaggcgtgc cggtcatggg ggacagcagc gtgttgacaa gcttgacggg tggtgcaact
     1861 accgcgttaa atactggcga tatgggtacc ccaatcctgg aggccacagc gaaacgggca
     1921 gctagagttg ctggaggact gctacgacag agagtcatgg acaaattagc gcgatactgg
     1981 cctcctccgt cttaggtcgt gtacaccgac ccccgctttg cattttcatc
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