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LOCUS       KP216199                1527 bp    cRNA    linear   VRL 30-MAR-2015
DEFINITION  Infectious hematopoietic necrosis virus strain BjLL glycoprotein
            (G) gene, complete cds.
ACCESSION   KP216199
VERSION     KP216199.1
KEYWORDS    .
SOURCE      Infectious hematopoietic necrosis virus
  ORGANISM  Infectious hematopoietic necrosis virus
            Viruses; Riboviria; Orthornavirae; Negarnaviricota;
            Haploviricotina; Monjiviricetes; Mononegavirales; Rhabdoviridae;
            Gammarhabdovirinae; Novirhabdovirus; Novirhabdovirus salmonid.
REFERENCE   1  (bases 1 to 1527)
  AUTHORS   Xie,S.L., Sun,H.L. and Li,X.F.
  TITLE     Direct Submission
  JOURNAL   Submitted (15-NOV-2014) Institution of Animal Husbandry and
            Veterinary Medicine, Beijing Academy of Agriculture and Forestry
            Sciences, No9Shuguang Garden Middle Road, Haidian District,
            Beijing, Beijing 100000, China
[bookmark: comment_KP216199.1]COMMENT     ##Assembly-Data-START##
            Assembly Method       :: sequence v. 2014.11.15
            Assembly Name         :: ihnv g
            Coverage              :: 1
            Sequencing Technology :: 454
            ##Assembly-Data-END##
[bookmark: feature_KP216199.1]FEATURES             Location/Qualifiers
     source          1..1527
                     /organism="Infectious hematopoietic necrosis virus"
                     /mol_type="viral cRNA"
                     /strain="BjLL"
                     /isolation_source="aquaculture"
                     /host="rainbow trout"
                     /db_xref="taxon:11290"
                     /geo_loc_name="China"
     gene            1..1527
                     /gene="G"
     CDS             1..1527
                     /gene="G"
                     /codon_start=1
                     /product="glycoprotein"
                     /protein_id="AJZ74093.1"
                     /translation="MDTMITTPLILILITCGANSQTVKPDTASESDQPTWSNPLFTYP
                     EGCTLDKLSKVNASQLRCPRIFDDENRGLIAYPTSIRSLSVGNDLGDIHTQGNHIHKV
                     LYRTICSTGFFGGQTIEKALVKMKLSTKEAGAYDTTTAAALYFPAPRCQWYTDNVQND
                     LIFYYTTQKSVLRDPYTRDFLDSDFIGGKCTKSPCQTHWSNVVWMGDAGIPACDSSQE
                     IKAHLFVDKISNRVVKATSYGHHPWGLHQACMIEFCGQQWIRTDLGDLISVVYNSGSE
                     ILSFPKCEDKTVGMRGNLDDFAYLDDLVKASESREECLEAHAEIISTNSVTPYLLSKF
                     RSPHPGINDVYAMHKGSIYHGMCMTVAVDEVSKDRTTYRAHRATSFTKWERPFGDEWE
                     GFHGLHGNNTTIIPDLEKYVAQYKMSMMEPMSIKSVPHPSILALYNETDVSGISIRKL
                     DSFDLQSLHWSFWPTISALGGIPFVLLLAVAACCCWSGRPPTPSVPQSIPMYHLANRS
                     "
ORIGIN      
[bookmark: sequence_KP216199.1]        1 atggacacca tgatcaccac tccgctcatt ctcattctga tcacctgcgg agcaaacagc
       61 caaaccgtca aacccgacac cgcaagcgaa tcagaccaac ccacctggtc aaacccgctc
      121 ttcacctatc ccgagggatg cactctggac aagctctcta aggtcaatgc ctctcaactg
      181 agatgcccaa ggatcttcga cgatgagaac agggggctaa ttgcctatcc cacatccatc
      241 cggtccctgt cagtcggaaa cgacctcggg gacattcaca cccaagggaa ccacatccac
      301 aaagtcctgt accgcacaat ctgctcaaca gggttcttcg ggggtcagac gatagagaag
      361 gcgcttgtaa aaatgaaact ctctacgaaa gaagcagggg cgtatgacac cacaaccgca
      421 gccgctctgt acttcccagc tccccgatgc caatggtaca ccgacaacgt acaaaacgat
      481 ctcatcttct actacacaac acaaaagagt gttcttagag atccctacac cagagacttt
      541 ctggactcag attttattgg aggaaaatgt accaaatcac cctgccagac tcattggtcc
      601 aacgtagttt ggatgggtga tgcagggata ccagcctgtg attccagcca agagataaaa
      661 gctcacctct ttgttgataa aatctccaat cgagtcgtga aggcaacgag ctacggacac
      721 cacccctggg gactgcatca ggcctgtatg attgaattct gtgggcaaca gtggatacgg
      781 acagatctcg gtgacctaat atctgtcgta tacaattctg gatcagaaat cctctcgttc
      841 ccgaagtgtg aagacaagac cgtgggaatg aggggaaact tggatgactt tgcctatcta
      901 gacgatctgg tgaaggcctc tgagagcaga gaggaatgtc ttgaggcgca cgccgagata
      961 atatcaacaa acagtgtgac tccatacctc ctatccaaat tccgatctcc acatcccgga
     1021 ataaatgacg tctacgctat gcacaaaggc tccatctatc acgggatgtg catgacggtc
     1081 gctgtggacg aggtatccaa ggacaggaca acgtacaggg cccatcgcgc taccagcttc
     1141 acgaaatggg aacgaccctt tggggatgag tgggagggct ttcacggatt gcacggaaac
     1201 aacaccacca ttattccaga cctggagaaa tacgtcgccc agtacaagat gagcatgatg
     1261 gaaccgatga gcatcaaatc cgtaccccat ccaagcatcc tggccctcta caatgagaca
     1321 gacgtgtcag ggatctccat caggaaactg gactcattcg accttcaatc actccactgg
     1381 agtttctggc ccacaatctc cgcactgggt ggaattccct ttgttctcct ccttgctgtt
     1441 gccgcgtgct gctgctggtc agggagacct cccactccct ccgtgccgca gagtatcccc
     1501 atgtatcacc tggcaaaccg gtcctaa
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