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(G) gene, complete cds.
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FEATURES Location/Qualifiers
source 1..1527

/organism="Infectious hematopoietic necrosis virus"
/mol type="viral cRNA"
/strain="BjLL"
/isolation_ source="aquaculture"
/host="rainbow trout"
/db_xref="taxon:11290"

/geo_loc_name="China"

gene 1..1527
/gene="G"

cbs 1..1527
/gene="G"

/codon_start=1

/product="glycoprotein"


https://www.ncbi.nlm.nih.gov/nuccore/KP216199.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/KP216199.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/KP216199#goto783012405_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=11290
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=11290
https://www.ncbi.nlm.nih.gov/nuccore/KP216199.1?from=1&to=1527
https://www.ncbi.nlm.nih.gov/nuccore/KP216199.1?from=1&to=1527

ORIGIN

//

/protein id="AJz74093.1"

/translation="MDTMITTPLILILITCGANSQTVKPDTASESDQPTWSNPLFTYP
EGCTLDKLSKVNASQLRCPRIFDDENRGLIAYPTSIRSLSVGNDLGDIHTQGNHIHKV
LYRTICSTGFFGGQTIEKALVKMKLSTKEAGAYDTTTAAALYFPAPRCOWYTDNVQND
LIFYYTTQKSVLRDPYTRDFLDSDFIGGKCTKSPCQTHWSNVVWMGDAGIPACDSSQE
IKAHLFVDKISNRVVKATSYGHHPWGLHQACMIEFCGQQWIRTDLGDLISVVYNSGSE
ILSFPKCEDKTVGMRGNLDDFAYLDDLVKASESREECLEAHAEIISTNSVTPYLLSKE
RSPHPGINDVYAMHKGSIYHGMCMTVAVDEVSKDRTTYRAHRATSFTKWERPFGDEWE
GFHGLHGNNTTIIPDLEKYVAQYKMSMMEPMSIKSVPHPSILALYNETDVSGISIRKL
DSFDLQSLHWSFWPTISALGGIPFVLLLAVAACCCWSGRPPTPSVPQSIPMYHLANRS
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