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   1 atggcaaacc aatttatttt caacgatgtt ccacaacgga atgcagctac atttaacccg
       61 gatgcagggt atgtggcatt tatcagtaag catgggcagc agctcaactt tactgttgct
      121 agagtcttct tcctcaacca gaagaaggcc aagatggtct tacataagac gccacaacca
      181 agtgtcgatc ttacttttgc agggatcaaa tttacagtgg ttaataacca ttttccccag
      241 tacactgcaa atccggtgtc agacactgcc tttacgctcc atcgcatctc aggctactta
      301 gctcgctggg ttgctgagca gtgcaagtcc aaccagatca aacttgctga agcagctgcc
      361 acaattgtga tgcctctggc tgaggtgaag ggctgcacct ggagtgatgg gtatgcaatg
      421 tatttaggat ttgccccagg tgctgaaatg ttcctggaaa cttttgaatt ttacccactg
      481 gttatcgaca tgcaccgtgt ggtgaaggat ggaatggatg tcaactttat gaggaaagta
      541 ctacgccaga gatatgggca gttaactgct gaggagtgga tgacatcaaa gttggacgca
      601 gtcaaagctg catacggctc agttgcccag atatcctggg ctaagtctgg cttctcacct
      661 gcagctagag ctttcctggc ccagtttggt attcagatct aa
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