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     source          1..1755
                     /organism="Canine parvovirus 2"
                     /mol_type="genomic DNA"
                     /strain="CPVpf(vaccine)"
                     /isolation_source="fecal sample"
                     /host="dog"
                     /db_xref="taxon:246878"
                     /geo_loc_name="South Korea"
                     /collection_date="2007"
     gene            1..1755
                     /gene="VP2"
     CDS             1..1755
                     /gene="VP2"
                     /codon_start=1
                     /product="VP2"
                     /protein_id="ACN78716.1"
                     /translation="MSDGAVQPDGGQPAVRNERATGSGNGSGGGGGGGSGGVGISTGA
                     FNNQTEFKFLENGWVEITANSSRLVHLNMPESENYRRVVVNNMDKTAVNGNMALDDIH
[bookmark: _GoBack]                     AQIVTPWSLVDANAWGVWFNPGDWQLIVNTMSELHLVSFEQEIFNVVLKTVSESATQP
                     PTKVYNNDLTASLMVALDSNNTMPFTPAAMRSETLGFYPWKPTIPTPWRYYFQWDRTL
                     IPSHTGTSGTPTNIYHGTDPDDVQFYTIENSVPVHLLRTGDEFATGTFFFDCKPCRLT
                     HTWQTNRALGLPPFLNSLPQSEGATNFGDIGVQQDKRRGVTQMGNTNYITEATIMRPA
                     EVGYSAPYYSFEASTQGPFKTPIAAGRGGAQTDENQAADGEPRYAFGRQHGQKTTTTG
                     ETPERFTYIAHQDTGRYPEGDWIQNINFNLPVTNDNVLLPTDPIGGKTGINYTNIFNT
                     YGPLTALNNVPPVYPNGQIWDKEFDTDLKPRLHVNAPFVCQNNCPGQLFVKVAPNLTN
                     EYDPDASANMSRIVTYSDFWWKGKLVFKAKLRASHTWNPIQQMSINVDNQFNYVPSNI
                     GGMKIVFEKSQLAPRKLY"
ORIGIN      
[bookmark: sequence_FJ197847.1]        1 atgagtgatg gagcagttca accagacggt ggtcaacctg ctgtcagaaa tgaaagagct
       61 acaggatctg ggaacgggtc tggaggcggg ggtggtggtg gttctggggg tgtggggatt
      121 tctacgggtg ctttcaataa tcagacggaa tttaaatttt tggaaaacgg atgggtggaa
      181 atcacagcaa actcaagcag acttgtacat ttaaatatgc cagaaagtga aaattataga
      241 agagtggttg taaataatat ggataaaact gcagttaacg gaaacatggc tttagatgat
      301 attcatgcac aaattgtaac accttggtca ttggttgatg caaatgcttg gggagtttgg
      361 tttaatccag gagattggca actaattgtt aatactatga gtgagttgca tttagttagt
      421 tttgaacaag aaatttttaa tgttgtttta aagactgttt cagaatctgc tactcagcca
      481 ccaactaaag tttataataa tgatttaact gcatcattga tggttgcatt agatagtaat
      541 aatactatgc catttactcc agcagctatg agatctgaga cattgggttt ttatccatgg
      601 aaaccaacca taccaactcc atggagatat tattttcaat gggatagaac attaatacca
      661 tctcatactg gaactagtgg cacaccaaca aatatatacc atggtacaga tccagatgat
      721 gttcaatttt atactattga aaattctgtg ccagtacact tactaagaac aggtgatgaa
      781 tttgctacag gaacattttt ttttgattgt aaaccatgta gactaacaca tacatggcaa
      841 acaaatagag cattgggctt accaccattt ctaaattctt tgcctcaatc tgaaggagct
      901 actaactttg gtgatatagg agttcaacaa gataaaagac gtggtgtaac tcaaatggga
      961 aatacaaact atattactga agctactatt atgagaccag ctgaggttgg ttatagtgca
     1021 ccatattatt cttttgaggc gtctacacaa gggccattta aaacacctat tgcagcagga
     1081 cgggggggag cgcaaacaga tgaaaatcaa gcagcagatg gtgaaccaag atatgcattt
     1141 ggtagacaac atggtcaaaa aactaccaca acaggagaaa cacctgagag atttacatat
     1201 atagcacatc aagatacagg aagatatcca gaaggagatt ggattcaaaa tattaacttt
     1261 aaccttcctg taacgaatga taatgtattg ctaccaacag atccaattgg aggtaaaaca
     1321 ggaattaact atactaatat atttaatact tatggtcctt taactgcatt aaataatgta
     1381 ccaccagttt atccaaatgg tcaaatttgg gataaagaat ttgatactga cttaaaacca
     1441 agacttcatg taaatgcacc atttgtttgt caaaataatt gtcctggtca attatttgta
     1501 aaagttgcgc ctaatttaac aaatgaatat gatcctgatg catctgctaa tatgtcaaga
     1561 attgtaactt actcagattt ttggtggaaa ggtaaattag tatttaaagc taaactaaga
     1621 gcctctcata cttggaatcc aattcaacaa atgagtatta atgtagataa ccaatttaac
     1681 tatgtaccaa gtaatattgg aggtatgaaa attgtatttg aaaaatctca actagcacct
     1741 agaaaattat attaa
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