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     source          1..575
                     /organism="Cacao swollen shoot virus"
                     /mol_type="genomic DNA"
                     /isolate="R312"
                     /isolation_source="leaf"
                     /host="Carica papaya"
                     /db_xref="taxon:31559"
                     /geo_loc_name="Cote d'Ivoire"
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                     /gene="ORF3"
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                     /gene="ORF3"
                     /note="RNase H"
                     /codon_start=2
                     /product="reverse transcriptase"
                     /protein_id="ASM61533.1"
                     /translation="PFGKNAPAVFQRKMDQCFKGTEEFIAVYIDDILVFSETMAEHTK
                     HIGIMLTICQENGLVLSPNKICLAQREIEFLGTIISQGQMKLQPHVIKKIVNKADMEL
                     ETTKGLRSFLGLLNYARIYIPNLGKKLSPLYAKTSPTGEKKFNRQDWHLIKEIKDMVQ
                     KLPNLAIPPARCCIIIESDGCMEGWGAVCKW"
ORIGIN      
[bookmark: sequence_KY473897.1]        1 gccatttggt aaaaacgcgc ctgcagtatt tcaaagaaaa atggaccaat gtttcaaagg
       61 cacagaagaa ttcatagctg tgtatattga tgacatcttg gtcttcagcg agactatggc
[bookmark: _GoBack]      121 ggaacacacc aagcatatcg gaatcatgct aacaatctgc caagaaaatg ggctggtcct
      181 aagcccaaat aaaatatgtc ttgctcaacg agagattgaa tttttgggca caatcatctc
      241 tcaaggtcaa atgaagcttc agcctcatgt cataaagaag atagtcaaca aggcagatat
      301 ggagctcgaa acaactaagg gcctaagatc atttttgggc ctcctgaact atgctcgaat
      361 ctacataccc aatctaggga agaagctaag tccactatat gccaaaacca gtcccactgg
      421 agaaaagaag tttaatcgac aagattggca tctgataaag gagattaaag atatggtcca
      481 aaagctccca aacctcgcta tcccaccagc aagatgctgc attatcatag aaagcgatgg
      541 ttgtatggaa gggtggggcg ctgtgtgcaa atgga
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