Tomato yellow leaf curl virus isolate 8-4/2004, complete genome
GenBank: DQ144621.1
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LOCUS       DQ144621                 351 bp    DNA     linear   VRL 25-JUL-2006
DEFINITION  Tomato yellow leaf curl virus isolate 8-4/2004, complete genome.
ACCESSION   DQ144621 REGION: 155..505
VERSION     DQ144621.1
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[bookmark: feature_DQ144621.1][bookmark: comment_DQ144621.1]FEATURES             Location/Qualifiers
     source          1..351
                     /organism="Tomato yellow leaf curl virus"
                     /mol_type="genomic DNA"
                     /isolate="8-4/2004"
                     /host="Lycopersicon esculentum"
                     /db_xref="taxon:10832"
                     /geo_loc_name="Italy: Sicily"
                     /note="infectious"
     gene            1..351
                     /gene="V2"
     CDS             1..351
                     /gene="V2"
                     /codon_start=1
                     /product="pre-coat protein"
                     /protein_id="AAZ76097.1"
                     /translation="MWDPLLNEFPESVHGFRCMLAIKYLQSVEETYEPNTLGHDLIRD
                     LISVVRARDYVEATRRYNHFHARLEGSPKAELRQPIQQPCCCPHCPRHKQATIMDVQA
                     HVPKAQNIQNVSKP"
     gene            161..>351
                     /gene="V1"
     CDS             161..>351
                     /gene="V1"
                     /codon_start=1
                     /product="coat protein"
                     /protein_id="AAZ76098.1"
                     /translation="MSKRPGDIIISTPVSKVRRRLNFDSPYSSRAAVPIVQGTNKRRS
                     WTYRPMYRKPRIYRMYRSPDVPRGCEGPCKVQSYEQRDDIKHTGIVRCVSDVTRGSGI
                     THRVGKRFCVKSIYFLGKVWMDENIKKQNHTNQVMFFLVRDRRPYGNNPMDFGQVFNM
                     FDNEPSTATVKNDLRDRFQVMRKFHATVIGGPSGMKEQALVKRFFKINSHVTYNHQEA
                     AKYENHTENALLLYMACTHASNPVYATMKIRIYFYDSISN"
ORIGIN      
[bookmark: sequence_DQ144621.1]        1 atgtgggacc ctcttctaaa tgaatttcct gaatctgttc acggatttcg ttgtatgtta
       61 gctattaaat atttgcagtc cgttgaggaa acttacgagc ccaatacatt gggccacgat
      121 ttaattaggg atcttatatc tgttgtaagg gcccgtgact atgtcgaagc gacccggcga
      181 tataatcatt tccacgcccg tctcgaaggt tcgccgaagg ctgaacttcg acagcccata
      241 cagcagccgt gctgctgtcc ccattgtcca aggcacaaac aagcgacgat catggacgta
[bookmark: _GoBack]      301 caggcccatg taccgaaagc ccagaatata cagaatgtat cgaagccctg a
//

