Tomato yellow leaf curl virus isolate HNSQ, complete genome
GenBank: JF414237.1
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LOCUS       JF414237                 777 bp    DNA     linear   VRL 29-AUG-2011
DEFINITION  Tomato yellow leaf curl virus isolate HNSQ, complete genome.
ACCESSION   JF414237 REGION: 308..1084
VERSION     JF414237.1
KEYWORDS    .
SOURCE      Tomato yellow leaf curl virus (TYLCV)
  ORGANISM  Tomato yellow leaf curl virus
            Viruses; Floreoviria; Shotokuvirae; Cressdnaviricota;
            Repensiviricetes; Geplafuvirales; Geminiviridae; Begomovirus;
            Begomovirus coheni.
REFERENCE   1  (bases 1 to 777)
  AUTHORS   Zhu,X. and Liu,W.
  TITLE     Direct Submission
  JOURNAL   Submitted (21-FEB-2011) Department of Plant Pathology, Shandong
            Agricultural University, No. 61, Daizong Street, Tai'an, Shandong
            271018, China
[bookmark: feature_JF414237.1][bookmark: comment_JF414237.1]FEATURES             Location/Qualifiers
     source          1..777
                     /organism="Tomato yellow leaf curl virus"
                     /mol_type="genomic DNA"
                     /isolate="HNSQ"
                     /host="Lycopersicon esculentum"
                     /db_xref="taxon:10832"
                     /geo_loc_name="China: Henan"
                     /collection_date="Dec-2010"
     CDS             <1..191
                     /codon_start=3
                     /product="AV2 protein"
                     /protein_id="AEM97893.1"
                     /translation="MWDPLLNEFPESVHGFRCMLAIKYLQSVEETYEPNTLGHDLIRD
                     LISVVRARDYVEATRRYNHFHARLEGSPKAELRQPIQQPCCCPHCPRHKQATIMDVQA
                     HVPEAQNIQNVSKP"
     CDS             1..777
                     /codon_start=1
                     /product="AV1 protein"
                     /protein_id="AEM97894.1"
                     /translation="MSKRPGDIIISTPVSKVRRRLNFDSPYSSRAAVPIVQGTNKRRS
                     WTYRPMYRKPRIYRMYRSPDVPRGCEGPCKVQSYEQRDDIKHTGIVRCVSDVTRGSGI
                     THRVGKRFCVKSIYFLGKVWMDENIKKQNHTNQVMFFLVRDRRPYGNSPMDFGQVFNM
                     FDNEPSTATVKNDLRDRFQVMRKFHATVIGGPSGMKEQALVKRFFRINSHVTYNHQEA
                     AKYENHTENALLLYMACTHASNPVYATMKIRIYFYDSISN"
     CDS             complement(774..>777)
                     /codon_start=2
                     /product="AC3 protein"
                     /protein_id="AEM97895.1"
                     /translation="MDSRTGELITAPQAENGVFIWEINNPLYFKITEHSQRPFLMNHD
                     IISIQIRFNHNIRKVLGIHKCFINFRIWTTLQPQTGRFLRVFRYQVLKYLDSLGVISI
                     NNVIRAVDHVLYDVLENTINVTETHDIKYKFY"
ORIGIN      
[bookmark: sequence_JF414237.1]        1 atgtcgaagc gaccaggcga tataatcatt tccacgcccg tctcgaaggt tcgccgaagg
       61 ctgaacttcg acagcccata cagcagccgt gctgctgtcc ccattgtcca aggcacaaac
      121 aagcgacgat catggacgta caggcccatg taccggaagc ccagaatata cagaatgtat
      181 cgaagccctg atgttcctcg tggatgtgaa ggcccatgta aagtccagtc ttatgagcaa
      241 cgggatgata ttaagcatac tggtattgtt cgttgtgtta gtgatgttac tcgtggatct
      301 ggaattactc acagagtggg taagaggttc tgtgttaaat cgatatattt tttaggtaaa
      361 gtctggatgg atgaaaatat taagaagcag aatcacacta atcaggtcat gttcttcttg
      421 gttcgtgata gaaggcctta tggaaacagc ccaatggatt ttggacaggt ttttaatatg
      481 ttcgataatg agcccagtac cgcaaccgtg aagaatgatt tgcgggatag gtttcaagtg
      541 atgaggaaat ttcatgctac agttattggt gggccctctg gaatgaagga acaggcatta
[bookmark: _GoBack]      601 gttaagagat tttttagaat taacagtcat gtaacttata atcatcagga ggcagccaag
      661 tatgagaacc atactgaaaa cgccttgtta ttgtatatgg catgtacgca tgcctctaat
      721 ccagtgtatg caactatgaa aatacgcatc tatttctatg attcaatatc aaattaa
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