Tomato yellow leaf curl virus isolate HBWH, complete genome
GenBank: MF590732.1
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LOCUS       MF590732                 408 bp    DNA     linear   VRL 27-AUG-2017
DEFINITION  Tomato yellow leaf curl virus isolate HBWH, complete genome.
ACCESSION   MF590732 REGION: complement(1226..1633)
VERSION     MF590732.1
KEYWORDS    .
SOURCE      Tomato yellow leaf curl virus (TYLCV)
  ORGANISM  Tomato yellow leaf curl virus
            Viruses; Floreoviria; Shotokuvirae; Cressdnaviricota;
            Repensiviricetes; Geplafuvirales; Geminiviridae; Begomovirus;
            Begomovirus coheni.
REFERENCE   1  (bases 1 to 408)
  AUTHORS   Wang,Y.
  TITLE     Direct Submission
  JOURNAL   Submitted (02-AUG-2017) Jiangsu Academy of Agricultural Science,
            Institute of Vegetable Crop, No. 50 Zhongling Street, Nanjing,
            Jiangsu 210014, P.R. China
[bookmark: comment_MF590732.1]COMMENT     ##Assembly-Data-START##
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
[bookmark: feature_MF590732.1]FEATURES             Location/Qualifiers
     source          1..408
                     /organism="Tomato yellow leaf curl virus"
                     /mol_type="genomic DNA"
                     /isolate="HBWH"
                     /host="Solanum lycopersicum"
                     /db_xref="taxon:10832"
                     /geo_loc_name="China: Hebei, Wuhan"
                     /collection_date="02-Jun-2016"
                     /collected_by="Yinlei Wang"
     gene            <1..92
                     /gene="AC1"
     CDS             <1..92
                     /gene="AC1"
                     /codon_start=3
                     /product="replication-associated protein"
                     /protein_id="ASU64365.1"
                     /translation="MPRLFKIYAKNYFLTYPNCSLSKEEALSQLKNLETPTNKKYIKV
                     CRELHENGEPHLHVLIQFEGKYQCKNQRFFDLVSPNRSAHFHPNIQAAKSSTDVKTYV
                     EKDGDFIDFGVFQIDSRSARGGQQSANDAYAEALNSGSKSEALNILKEKAPKDYILQF
                     HNLSSNLDRIFSPPLEVYVSPFLSSSFNQVPDELDEWVAENVVSSAARPWRPISIVIE
                     GDSRTGKTMWARSLGPHNYLCGHLDLSPKVYSNDVWYNVIDDVDPHYLKHLKEFMGAQ
                     RDWQSNTKYGKPIQIKGGIPTIFLCNPGPTSSYREYLDEEKNISLKNWALKNAIFVTL
                     YEPLFASINQGPTQDSQEETNKA"
     gene            1..408
                     /gene="AC2"
     CDS             1..408
                     /gene="AC2"
                     /codon_start=1
                     /product="AC2 protein"
                     /protein_id="ASU64364.1"
                     /translation="MQSSSPSTSHCSQVSIKVQHKIAKKKPIRRKRVDLDCGCSYYLH
                     INCNNHGFTHRGTHHSSSSREWRFYLGDKQSPLFQDNRTQPAAISNEPRHHFHSDKIQ
                     PQHQEGIGDSQMFSQLPNLDDITASDWSFLKSI"
     gene            149..>408
                     /gene="AC3"
     CDS             149..>408
                     /gene="AC3"
                     /codon_start=1
                     /product="AC3 protein"
                     /protein_id="ASU64363.1"
                     /translation="MDSRTGELITPPQAENGVFIWEINNPLYFKITEHSQRPFLMNHD
                     IISIQIRFNHNIRKALGIHKCFLNFRIWTTLQPQTGRFLRVFRYQVLKYLDSLGVISI
                     NNVIRAVDHALYDVLENTINVTATHDIKYKFY"
ORIGIN      
[bookmark: sequence_MF590732.1]        1 atgcaatctt cgtcaccctc tacgagccac tgttcgcaag tatcaatcaa ggtccaacac
       61 aagatagcca agaagaaacc aataaggcgt aagcgtgtag acctagactg tggctgctca
      121 tactacctcc acatcaactg caacaatcat ggattcacgc accggggaac tcatcactcc
      181 tcctcaagca gagaatggcg tttttatctg ggagataaac aatcccctct atttcaagat
      241 aacagaacac agccagcggc catttctaat gaaccacgac atcatttcca ttcagataag
      301 attcaaccac aacatcagga aggcattggg gattcacaaa tgttttctca acttccgaat
      361 ttggacgaca ttacagcctc agactggtcg tttcttaaga gtatttag
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