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Assembly Method :: Canu
Genome Coverage 1 62X
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prediction:MetaGeneAnnotator"

/inference="similar to AA sequence:UniProtKB:P9WG45"
/codon_start=1

/transl table=11

/product="DNA gyrase subunit B"

/protein id="BCL14881.1"
/translation="MAAQNKQEYGAESITVLEGLEAVRKRPGMYIGSTGERGLHHLVW
EVVDNAVDEALAGYCDTIDVVLLADGGVQVTDNGRGFPVDLHPKLKKPGVEVALTVLH
AGGKFDGKAYAVSGGLHGVGVSVVNALSTRMAVEIHKDGFVWRQKYTASKPSPLDKGE
TTDRTGSAVAFWPDPDVFETVDEFDFQTIYRRLOEMAFLNRGLTIHLLDERVPEDEDGR
QREVTFCYKGGIADFVRHLNASKNPIHKTVVEFFGEEEGMSVEIAMOQWNESYGESVYT
FANTINTHEGGTHEEGFRAALTSLVNKYGAEKKLLKADEKLSGEDIREGLAAIISVKL
ANPQFEGQTKTKLGNTPVKSEVQRVCNEWLVDWEFDRNPAEAKVIITKASQAARARIAA
QOARKLARRKSLLESGSMPGKLADCQSTDPRESEVFIVEGDSAGGSAKQGRDPRTQAT
LPIRGKILNVEKARIDRVLKNNEVQALITALGTGIHDDFDMEKLRYHKVVLMADADVD
GOHIQTLLLTLLFRFMRPLVELGHVYLAAPPLYKIKWNKRGDDAQYAYSDRERDGLIA

LROQOKKPNARPDDIQRFKGLGEMNYPELWETTMNPATRTLRQVTLDDAAVADELFSVL
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