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LOCUS AP023438 1947 bp DNA linear BCT 11-SEP-2020

DEFINITION Micromonospora sagamiensis JCM 3310 DNA, complete genome.
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VERSION AP023438.1

DBLINK BioProject: PRJDB10510

BioSample: SAMD00245352
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##Genome-Assembly-Data-START##

Assembly Method :: Canu

Genome Coverage :: 62X

Sequencing Technology :: Illumina HiSeq X Ten; PacBio Sequel II
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/inference="COORDINATES: ab initio

prediction:MetaGeneAnnotator"

/inference="similar to AA sequence:UniProtKB:P9WG45"

/codon_start=1

/transl_table=11

/product="DNA gyrase subunit B"

/protein_id="BCL14881.1"

/translation="MAAQNKQEYGAESITVLEGLEAVRKRPGMYIGSTGERGLHHLVW

EVVDNAVDEALAGYCDTIDVVLLADGGVQVTDNGRGFPVDLHPKLKKPGVEVALTVLH

AGGKFDGKAYAVSGGLHGVGVSVVNALSTRMAVEIHKDGFVWRQKYTASKPSPLDKGE

TTDRTGSAVAFWPDPDVFETVDFDFQTIYRRLQEMAFLNRGLTIHLLDERVPEDEDGR

QREVTFCYKGGIADFVRHLNASKNPIHKTVVEFFGEEEGMSVEIAMQWNESYGESVYT

FANTINTHEGGTHEEGFRAALTSLVNKYGAEKKLLKADEKLSGEDIREGLAAIISVKL

ANPQFEGQTKTKLGNTPVKSFVQRVCNEWLVDWFDRNPAEAKVIITKASQAARARIAA

QQARKLARRKSLLESGSMPGKLADCQSTDPRESEVFIVEGDSAGGSAKQGRDPRTQAI

LPIRGKILNVEKARIDRVLKNNEVQALITALGTGIHDDFDMEKLRYHKVVLMADADVD

GQHIQTLLLTLLFRFMRPLVELGHVYLAAPPLYKIKWNKRGDDAQYAYSDRERDGLIA

LRQQKKPNARPDDIQRFKGLGEMNYPELWETTMNPATRTLRQVTLDDAAVADELFSVL

MGEDVEARRSFIQRNAKDVRFLDI"

ORIGIN

1 gtggcagcgc agaacaagca ggagtacggc gccgagtcga tcaccgtcct cgaagggctt

61 gaggcggtcc ggaagcggcc cggcatgtac atcgggtcca ccggggaacg tggtctgcac

121 cacctcgtct gggaggtcgt cgacaacgcg gtcgacgagg cgctggcggg ttactgcgac

181 accatcgacg tggtgctgct ggccgacggt ggcgtacagg tcaccgacaa cggtcgtggc

241 ttcccggtcg acctgcaccc caagctgaag aagcccggcg tcgaggtcgc gctgaccgtg

301 ctgcacgccg gcggcaagtt cgacggcaag gcgtacgcgg tctccggcgg tctgcacggc

361 gtcggcgtgt ccgtcgtgaa cgcgctctcc acgcggatgg ccgtggagat ccacaaggac

421 ggcttcgtct ggcggcagaa gtacaccgcc tccaagccga gcccgctgga caagggcgag

481 accaccgacc gcaccggctc ggcggtcgcc ttctggcccg acccggacgt cttcgagacg

541 gtcgacttcg acttccagac catctaccgg cggctccagg agatggcctt cctcaaccgg

601 ggcctcacca tccacctcct cgacgagcgg gtgcccgagg acgaggacgg ccgccagcgc

661 gaggtcacct tctgttacaa gggcggcatc gccgacttcg tccggcacct caacgcctcg
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721 aagaacccga tccacaagac ggtggtcgag ttcttcggcg aggaggaggg catgtccgtc

781 gagatcgcca tgcagtggaa cgagtcctac ggcgagtcgg tctacacctt cgccaacacc

841 atcaacacgc acgagggtgg tacccacgag gagggcttcc gggccgcgct gaccagcctc

901 gtcaacaagt acggcgcgga gaagaagctg ctgaaggccg acgagaagct ctccggcgag

961 gacatccgtg aaggactcgc cgcgatcatc tcggtcaagc tggccaaccc gcagttcgag

1021 gggcagacca agaccaagct cggcaacacc ccggtgaaga gcttcgtgca gcgggtctgc

1081 aacgagtggc tggtcgactg gttcgaccgg aacccggccg aggccaaggt catcatcacc

1141 aaggcgtccc aggccgcccg cgcccggatc gccgcccagc aggcccggaa gctggcccgc

1201 cgcaagtcgc tgctggagtc cggctcgatg ccgggcaagc tggccgactg ccagtccacc

1261 gacccgcgcg agtcggaggt cttcatcgtc gagggcgact cggccggcgg ctcggccaag

1321 caggggcggg acccgcggac ccaggcgatc ctgccgatcc ggggcaagat cctgaacgtg

1381 gagaaggccc ggatcgaccg ggtgctgaag aacaacgagg tccaggcgct gatcaccgcg

1441 ctcggcaccg gcatccacga cgacttcgac atggagaagc tgcgctacca caaggtggtg

1501 ctgatggccg acgcggacgt ggacggccag cacatccaga ccctgctgct caccctcctg

1561 ttccgcttca tgcgtccgct ggtcgagctg gggcacgtct acctggccgc cccgccgctc

1621 tacaagatca agtggaacaa gcggggcgac gacgcccagt acgcctactc cgaccgggag

1681 cgggacgggc tgatcgccct gcggcagcag aagaagccga acgccaggcc ggacgacatc

1741 cagcgcttca agggcctcgg cgagatgaac tatcccgaac tgtgggaaac cacgatgaac

1801 ccggcgaccc ggaccctgcg tcaggtcacc ctcgacgacg ccgcggtcgc ggacgagttg

1861 ttcagcgtcc tgatgggtga ggacgtcgag gcgcgccgct cgttcattca acgtaacgcc

1921 aaggacgtgc gcttcctgga catctga

//


	Micromonospora sagamiensis JCM 3310 DNA, complete 

