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                     /gene="X"
                     /locus_tag="HBVgp3"
                     /db_xref="GeneID:944566"
     CDS             1376..1840
                     /gene="X"
                     /locus_tag="HBVgp3"
                     /note="X protein; HBx; X; HBx; peptide X; pX"
                     /codon_start=1
                     /product="X protein"
                     /protein_id="YP_009173867.1"
                     /db_xref="GeneID:944566"
                     /translation="MAARLCCQLDPARDVLCLRPVGAESCGRPFSGSLGTLSSPSPSA
                     VPTDHGAHLSLRGLPVCAFSSAGPCALRFTSARRMETTVNAHQILPKVLHKRTLGLSA
                     MSTTDLEAYFKDCLFKDWEELGEEIRLKVFVLGGCRHKLVCAPAPCNFFTSA"
     misc_difference complement(1775)
                     /note="G is A in ref[2];
                     conflict"
ORIGIN      
        1 aattccacaa ccttccacca aactctgcaa gatcccagag tgagaggcct gtatttccct
       61 gctggtggct ccagttcagg aacagtaaac cctgttctga ctactgcctc tcccttatcg
      121 tcaatcttct cgaggattgg ggaccctgcg ctgaacatgg agaacatcac atcaggattc
      181 ctaggacccc ttctcgtgtt acaggcgggg tttttcttgt tgacaagaat cctcacaata
      241 ccgcagagtc tagactcgtg gtggacttct ctcaattttc tagggggaac taccgtgtgt
      301 cttggccaaa attcgcagtc cccaacctcc aatcactcac caacctcttg tcctccaact
      361 tgtcctggtt atcgctggat gtgtctgcgg cgttttatca tcttcctctt catcctgctg
      421 ctatgcctca tcttcttgtt ggttcttctg gactatcaag gtatgttgcc cgtttgtcct
      481 ctaattccag gatcctcaac aaccagcacg ggaccatgcc ggacctgcat gactactgct
      541 caaggaacct ctatgtatcc ctcctgttgc tgtaccaaac cttcggacgg aaattgcacc
      601 tgtattccca tcccatcatc ctgggctttc ggaaaattcc tatgggagtg ggcctcagcc
      661 cgtttctcct ggctcagttt actagtgcca tttgttcagt ggttcgtagg gctttccccc
      721 actgtttggc tttcagttat atggatgatg tggtattggg ggccaagtct gtacagcatc
      781 ttgagtccct ttttaccgct gttaccaatt ttcttttgtc tttgggtata catttaaacc
      841 ctaacaaaac aaagagatgg ggttactctc taaattttat gggttatgtc attggatgtt
      901 atgggtcctt gccacaagaa cacatcatac aaaaaatcaa agaatgtttt agaaaacttc
      961 ctattaacag gcctattgat tggaaagtat gtcaacgaat tgtgggtctt ttgggttttg
     1021 ctgccccttt tacacaatgt ggttatcctg cgttgatgcc tttgtatgca tgtattcaat
     1081 ctaagcaggc tttcactttc tcgccaactt acaaggcctt tctgtgtaaa caatacctga
     1141 acctttaccc cgttgcccgg caacggccag gtctgtgcca agtgtttgct gacgcaaccc
     1201 ccactggctg gggcttggtc atgggccatc agcgcatgcg tggaaccttt tcggctcctc
     1261 tgccgatcca tactgcggaa ctcctagccg cttgttttgc tcgcagcagg tctggagcaa
     1321 acattatcgg gactgataac tctgttgtcc tatcccgcaa atatacatcg tttccatggc
     1381 tgctaggctg tgctgccaac tggatcctgc gcgggacgtc ctttgtttac gtcccgtcgg
     1441 cgctgaatcc tgcggacgac ccttctcggg gtcgcttggg actctctcgt ccccttctcc
     1501 gtctgccgtt ccgaccgacc acggggcgca cctctcttta cgcggactcc ccgtctgtgc
     1561 cttctcatct gccggaccgt gtgcacttcg cttcacctct gcacgtcgca tggagaccac
     1621 cgtgaacgcc caccaaatat tgcccaaggt cttacataag aggactcttg gactctcagc
     1681 aatgtcaacg accgaccttg aggcatactt caaagactgt ttgtttaaag actgggagga
     1741 gttgggggag gagattaggt taaaggtctt tgtactagga ggctgtaggc ataaattggt
     1801 ctgcgcacca gcaccatgca actttttcac ctctgcctaa tcatctcttg ttcatgtcct
     1861 actgttcaag cctccaagct gtgccttggg tggctttggg gcatggacat cgacccttat
     1921 aaagaatttg gagctactgt ggagttactc tcgtttttgc cttctgactt ctttccttca
     1981 gtacgagatc ttctagatac cgcctcagct ctgtatcggg aagccttaga gtctcctgag
     2041 cattgttcac ctcaccatac tgcactcagg caagcaattc tttgctgggg ggaactaatg
     2101 actctagcta cctgggtggg tgttaatttg gaagatccag cgtctagaga cctagtagtc
     2161 agttatgtca acactaatat gggcctaaag ttcaggcaac tcttgtggtt tcacatttct
     2221 tgtctcactt ttggaagaga aacagttata gagtatttgg tgtctttcgg agtgtggatt
     2281 cgcactcctc cagcttatag accaccaaat gcccctatcc tatcaacact tccggagact
     2341 actgttgtta gacgacgagg caggtcccct agaagaagaa ctccctcgcc tcgcagacga
     2401 aggtctcaat cgccgcgtcg cagaagatct caatctcggg aatctcaatg ttagtattcc
     2461 ttggactcat aaggtgggga actttactgg gctttattct tctactgtac ctgtctttaa
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