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     source          1..1894
                     /organism="Human respirovirus 1"
                     /mol_type="genomic RNA"
                     /isolate="Mil-52/91"
                     /db_xref="taxon:12730"
     gene            57..1784
                     /gene="HN"
                     /note="clinical specimen"
     CDS             57..1784
                     /gene="HN"
                     /note="surface glycoprotein"
                     /codon_start=1
[bookmark: _GoBack]                     /product="hemagglutinin-neuraminidase"
                     /protein_id="AAB17174.1"
                     /translation="MAEKGKINSSYWSTTRNDNSTVNTHINTPAGRTHIWLLIATTMH
                     TVLSFIIMILCIDLIIKQDTCMKTNIMTVSSVNESAKTIKETITELMRQEVISRTINI
                     QSSVQSGIPILLNKQSRDLTQLIEKSCNRQELAQICENTIAIHHADGISPLDPHDFWR
                     CPVGEPLLSNNPNISLLPGPSLLSGSTTISGCVRLPSLSIGDAIYAYSSNLITQGCAD
                     IGKSYQVLQLGYISLNSDMYPDLNPVISHTYDINDNRISCSVIAAGTRGYQLCSLPTV
                     NETTDYSSRGIGDLVFDILDLKGKTKSQRYKNEDITFDHPFSAMYPSVGSGIKIENTL
                     IFLGYGGLTTPLQGNTKCVINKCANVNQSVCNDALKITWLKKRQVVNVLIRINNYLSD
                     RPKIVVETIPITQNYLGAEGRLLKLGKKIYIYTRSSGWHSNLQIGSLDINNPITINWA
                     PHKVLSRPGNPDCNWFNKCPRECISGVYTDAYPLSPDAVNVATTTLYANTSRVNPTIM
                     YSSTSKIINMLRLKNGQLEAAYTTTSCITHFGKGYCFHIVEINQTSLNTLQPMLFKTS
                     IPKICKVTS"
ORIGIN      
[bookmark: sequence_U70939.1]        1 agggttaaag acaatccaat caacctataa ggcaacagca tctgattata caaatgatgg
       61 ctgaaaaagg gaaaataaat agttcatatt ggtctacaac ccgaaatgac aactccacgg
      121 taaacacaca tattaataca ccagcaggaa ggacacacat ctggctactg attgcaacaa
      181 caatgcatac agtattgtcc ttcattatca tgatactatg cattgaccta attataaaac
      241 aagacacctg tatgaagaca aacatcatga cagtgtcctc cgtgaatgaa agtgccaaaa
      301 caatcaagga gacaatcaca gaattaatga gacaagaagt gatatcaagg actataaaca
      361 ttcaaagttc agtacaaagc gggatcccaa tattgttaaa caagcagagc agagatctca
      421 cacaattaat agagaagtca tgcaacagac aagaattggc tcagatatgc gaaaacacca
      481 ttgctattca ccacgcggat ggcatatctc ctctggaccc acatgatttc tggagatgtc
      541 ccgtaggaga acccctactg agcaacaacc ccaacatctc attattaccc ggaccaagtt
      601 tactttctgg atccaccaca atttcaggat gtgttagact accttcatta tcaattggtg
      661 atgcaatata tgcgtattca tcaaacttaa tcactcaagg atgtgcagat atagggaagt
      721 catatcaggt tttacaatta ggttacatat ccttaaattc agatatgtat cctgatttaa
      781 acccggtaat ttctcatacc tatgacatca acgacaacag gatatcatgt tctgtaatag
      841 ctgcaggaac aaggggttat cagttatgct ccttgcccac tgtaaatgag actacagatt
      901 actcgagtcg aggtatagga gatttagtat ttgacatatt agatctcaag ggaaagacca
      961 aatctcaacg atacaaaaat gaagatataa cttttgacca tcctttttct gcaatgtatc
     1021 caagtgtagg aagtgggata aagattgaaa atacactcat tttcttaggg tacggtggct
     1081 taacaactcc gctccaaggc aacactaagt gtgtgataaa caaatgtgcc aatgttaatc
     1141 agagtgtttg caatgatgct cttaagataa cttggctaaa gaaaagacaa gttgtcaatg
     1201 tcttaattcg tatcaataat tatttatctg ataggccaaa aattgttgtc gagactattc
     1261 caataactca aaattactta ggtgccgaag gtaggctact taaactaggc aaaaagatct
     1321 acatatatac tagatcttca ggttggcact ccaacctgca aataggatca ttagacatca
     1381 acaaccctat aactatcaat tgggcgcctc ataaagtcct gtcgcgacca ggaaacccag
     1441 actgcaactg gttcaacaaa tgtccgagag aatgcatatc aggtgtgtat accgatgcat
     1501 atccactatc ccctgatgca gtcaacgttg ctacaaccac actgtatgca aatacatcac
     1561 gtgttaatcc taccataatg tactcaagta cctcaaaaat catcaacatg ctaagactaa
     1621 aaaatggaca actagaggca gcatacacca ctacatcatg tatcactcat ttcgggaagg
     1681 gctactgctt ccacattgtt gaaatcaacc aaaccagcct taatacctta caacctatgt
     1741 tgttcaagac aagtatccct aaaatatgta aggtcacatc ttgagcggat caagacccaa
     1801 caccatatca attatgtgaa aaccagatat gatgtataaa aatttyaaaa tatagcatga
     1861 atagatattt atatgacaaa tagaataaga aaaa
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