
Human parainfluenza virus 2 strain KPIV-06-26 hemagglutinin-neuraminidase

(HN) gene, complete cds

GenBank: JF416794.1

FASTA Graphics

Go to:

LOCUS JF416794 1716 bp cRNA linear VRL 31-DEC-2014

DEFINITION Human parainfluenza virus 2 strain KPIV-06-26

hemagglutinin-neuraminidase (HN) gene, complete cds.

ACCESSION JF416794

VERSION JF416794.1
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SOURCE Human orthorubulavirus 2
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FEATURES Location/Qualifiers

source 1..1716

/organism="Human orthorubulavirus 2"

/mol_type="viral cRNA"

/strain="KPIV-06-26"

/serotype="2"

/isolation_source="serum"

/host="Homo sapiens"

/db_xref="taxon:2560525"

/geo_loc_name="South Korea"

/collection_date="26-Feb-2006"

gene 1..1716

/gene="HN"

CDS 1..1716

/gene="HN"
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/codon_start=1

/product="hemagglutinin-neuraminidase"

/protein_id="AEG47356.1"

/translation="MEDYSNLSLKSIPKRTCRIIFRTATILGICTLIVLCSSILHEII

HLDVSSGLMNSDDSQQGIIQPIVESLKSLIALANQILYNVAIIIPLKIDSIETVILSA

LKDMHTGSMSNTNCTPGNLLLHDAAYINGINKFLVLKSYNGTPKYGPLLNIPSFIPSA

TSPHGCTRIPSFSLSKTHWCYTHNVMLGDCLDFTTSNQYLAMGIIQQSAAAFPIFRTM

KTIYLSDGINRKSCSVTAIPGGCVLYCYVATRSEKEDYATTDLAELRLAFYYYNDTFI

ERVISLPNTTGQWATINPAVGSGIYHLGFILFPVYGGLINGTPSYNEQSSRYFIPTHP

NITCAGNSSEQAAAARGSYVIRYHSYRLIQSAILICPLSDMQTARCNLVMFNNSQVMM

GAEGRLYVIDNNLYYYQRSSSWWSASLFYRINTDFSKGIPPIIEAQWVPSYQVPRPGV

MPCNATSFCPANCITGVYADVWPLNNPELTSQNALNPNYRFAGAFLKNESNRTNPTFY

TASANSLLNTTGFNNTNHKAAYTSSTCFKNTGTQKIYCLIIIEMGSSLLGEFQIIPFL

RELIP"

ORIGIN

1 atggaagatt acagcaatct atctcttaaa tcaattccta aaaggacatg tagaatcatt

61 ttccgaactg ccacaattct tggaatatgc acattgattg ttctatgttc cagtattctt

121 catgaaataa tccatcttga tgtttcctct ggtctcatga actctgatga ttcacagcaa

181 ggcattattc agcctattgt agaatcatta aaatcattga ttgctttggc taaccagatt

241 ctgtacaatg ttgcaataat aattcctctt aaaattgaca gtattgagac cgtaatactc

301 tctgctttaa aggatatgca tactgggagc atgtccaaca ccaactgtac acccggaaat

361 ctgcttctgc atgatgcagc atacatcaat ggaataaaca aattccttgt acttaaatca

421 tacaatggga cgcctaaata tggacctctc ctaaatattc ctagctttat cccctcagca

481 acatctcccc acgggtgcac tagaatacca tcattttcac tcagtaagac tcattggtgt

541 tacactcaca atgtaatgct tggagattgc ctcgatttca cgacatctaa tcagtattta

601 gcaatgggga taatacaaca atctgctgca gcatttccaa tcttcaggac tatgaaaacc

661 atttacctaa gtgatggaat caatcgcaaa agctgttcag tcactgctat accaggaggt

721 tgtgtcttgt actgttatgt agctacaaga tctgagaaag aagattatgc cacaactgac

781 ctagctgaac tgagacttgc tttctattat tataatgata cctttattga aagagtcata

841 tctcttccaa atacaacagg gcaatgggcc acaatcaatc ctgcagttgg aagcgggatc

901 tatcacctag gctttatttt atttcctgta tatggtggtc tcataaatgg gactccttcc

961 tacaacgagc agtcctcacg ctattttatc ccaacacatc ccaacataac ctgtgccgga

1021 aactccagtg aacaggctgc agcagcacgg ggttcctatg ttatccgtta tcattcatac

1081 aggttgattc agagtgctat tcttatttgc ccattatctg acatgcaaac agcaaggtgt

1141 aatctcgtta tgtttaacaa ttctcaagtc atgatgggtg cagaaggtag gctctatgtt

1201 attgacaaca atttgtatta ttatcaacgt agttcctctt ggtggtctgc atcgcttttc

1261 tacaggatca atacagattt ctctaaagga attcctccta tcattgaggc tcaatgggta

1321 ccgtcctatc aagttccccg ccctggagtc atgccatgta atgcaacaag tttttgccct

1381 gctaattgca tcacaggagt atatgcagat gtgtggccgc ttaacaatcc agaactcaca

1441 tcacaaaatg ctctgaatcc caactatcga tttgctggag cctttctaaa aaatgagtcc

1501 aaccgaacca atcccacatt ttacactgca tcagccaact ccctactaaa tactaccgga

1561 ttcaacaaca ccaatcacaa agcagcatat acgtcttcaa cctgctttaa gaatactgga

1621 actcagaaga tttattgttt gataataatc gaaatgggct catctctttt aggggagttc

1681 caaataatac catttctgag ggaactaata ccttaa
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