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ORIGIN

/codon_start=1

/product="hemagglutinin-neuraminidase"

/protein id="AEG47356.1"
/translation="MEDYSNLSLKSIPKRTCRIIFRTATILGICTLIVLCSSILHEII
HLDVSSGLMNSDDSQQGIIQPIVESLKSLIALANQILYNVAIITIPLKIDSIETVILSA
LKDMHTGSMSNTNCTPGNLLLHDAAYINGINKFLVLKSYNGTPKYGPLLNIPSFIPSA
TSPHGCTRIPSFSLSKTHWCYTHNVMLGDCLDEFTTSNQYLAMGIIQQSAAAFPIFRTM
KTIYLSDGINRKSCSVTAIPGGCVLYCYVATRSEKEDYATTDLAELRLAFYYYNDTFEI
ERVISLPNTTGOQWATINPAVGSGIYHLGFILFPVYGGLINGTPSYNEQSSRYFIPTHP
NITCAGNSSEQAAAARGSYVIRYHSYRLIQSAILICPLSDMQTARCNLVMENNSQVMM
GAEGRLYVIDNNLYYYQRSSSWWSASLEYRINTDFSKGIPPIIEAQWVPSYQVPRPGV
MPCNATSEFCPANCITGVYADVWPLNNPELTSONALNPNYRFAGAFLKNESNRTNPTEY
TASANSLLNTTGENNTNHKAAYTSSTCFKNTGTQKIYCLITIIEMGSSLLGEFQIIPFL
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