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LOCUS       PAFNP4A                 1885 bp    mRNA    linear   VRL 02-AUG-1993
DEFINITION  Parainfluenza virus type 4A nucleocapsid (NP) mRNA, complete cds.
ACCESSION   M32982
VERSION     M32982.1
KEYWORDS    nucleocapsid protein.
SOURCE      Human parainfluenza virus 4a
  ORGANISM  Human parainfluenza virus 4a
            Viruses; Riboviria; Orthornavirae; Negarnaviricota;
            Haploviricotina; Monjiviricetes; Mononegavirales; Paramyxoviridae;
            Rubulavirinae; Orthorubulavirus; Orthorubulavirus hominis.
REFERENCE   1  (bases 1 to 1885)
  AUTHORS   Kondo,K., Bando,H., Kawano,M., Tsurudome,M., Komada,H., Nishio,M.
            and Ito,Y.
  TITLE     Sequencing analyses and comparison of parainfluenza virus type 4A
            and 4B NP protein genes
  JOURNAL   Virology 174 (1), 1-8 (1990)
   PUBMED   2152988
[bookmark: comment_M32982.1]COMMENT     Original source text: Parainfluenza virus type 4A [passed in
            primary monkey kidney cells], cDNA to mRNA.
[bookmark: feature_M32982.1]FEATURES             Location/Qualifiers
     source          1..1885
                     /organism="Human parainfluenza virus 4a"
                     /mol_type="mRNA"
                     /db_xref="taxon:11224"
     mRNA            <1..1885
                     /product="NP mRNA"
     CDS             34..1689
                     /note="nucleocapsid (NP) protein"
                     /codon_start=1
                     /protein_id="AAA46801.1"
                     /translation="MSSVLAAYEQFLQTTEDRGFGDQQFVQSDTLKAEIPVFVLNTND
                     PQQRFTLMNFCLRQAVSSSAKSAIKQGALLSLLSLQATSMQNHLMIAARAPDAALRII
                     EVDAIDPPDYTLTINPRSGWDDIKIRAYRALSRDLPISLADRTVFVSRDAEHAVCDDM
[bookmark: _GoBack]                     DTYLNRIFSVLIQVWIMVCKCMTAYDQPTGSEERRLAKYKQQGRMLERYQLQTDARKI
                     IQLVIRESMVIRQFLVQEMLTADKVGAYTNRYYAMVGDIAKYIANVGMSAFFLTLKFG
                     LGNRWKPLALAAFSGELVKLKSLMSLYRRLGDRSRYLALLESPELMEFAPANYPLLFS
                     YAMGVGSVQDPLIRNYQFGRNFLNTSYFQYGVETAMKHQGTVDPKFASELGITDEDRV
                     DIMQSVEKHISGKAGDDISQPRSAFTMSLNRSAFITNNNPQDLSGARLSNYEQGWSGI
                     DQDETRDTLPESTMHRFQNIDSTNSDHNELQMPEFENDINPFNHPRFTARAPLIPEIS
                     HQTPTIRMNRNVNIRDSTRDDRQDANEDRSSNIPDDILGDLDN"
ORIGIN      
[bookmark: sequence_M32982.1]        1 accttaaata aagtagctca tcaataaatc atcatgtctt cagttttagc tgcttacgaa
       61 cagtttcttc aaacaactga agatcggggt tttggtgatc aacaatttgt gcaatctgat
      121 actttaaaag cagaaatccc tgtatttgta cttaatacaa atgatccaca gcaaagattc
      181 actctaatga atttttgtct ccggcaagct gtatcatcat ctgccaaatc ggcaattaaa
      241 caaggggcat tattatctct gctttcctta caggccacat caatgcagaa tcatcttatg
      301 attgctgcca gagccccaga tgctgctctt aggatcattg aagttgatgc aatagacccg
      361 ccagattata cattaactat taatccaaga tctggctggg atgacatcaa gatcagagct
      421 tatagagcat tatccagaga tttgcctatt agcttagctg ataggacagt atttgtatcc
      481 agagatgcag aacatgcagt atgcgatgat atggatacat atctgaatag gatattcagt
      541 gtattaatac aggtttggat aatggtgtgt aaatgcatga cagcttatga tcaacccact
      601 ggatctgaag agagaagatt agccaagtat aagcagcagg gtagaatgct ggagagatat
      661 caactgcaaa cagatgccag aaaaatcatc caactagtaa taagagaaag tatggttata
      721 agacaatttc ttgtacagga aatgttaaca gctgataagg taggtgctta tactaacagg
      781 tattatgcca tggtgggaga cattgcaaaa tatatagcta atgtcggaat gagcgcgttc
      841 tttcttacgc ttaagttcgg cttgggtaat agatggaaac cacttgcttt agctgcattt
      901 tctggtgaac tagttaaact gaaatctctt atgtcactat acagaaggtt aggtgacaga
      961 tcaagatact tggctctctt ggaatctcct gaactgatgg aatttgctcc agctaattac
     1021 ccactattgt tcagttatgc tatgggagtt ggaagtgttc aagatccgct gatcagaaat
     1081 tatcagtttg gaagaaactt cttaaatacc agttacttcc agtatggtgt tgagactgca
     1141 atgaaacatc aaggaacagt tgatcctaaa tttgcctcag aacttggaat aactgatgaa
     1201 gacagagtgg acatcatgca atctgtcgaa aagcatatat caggaaaagc aggggatgat
     1261 atatctcaac cccgcagtgc tttcacaatg tctctgaaca gatcagcttt cattaccaac
     1321 aataaccctc aagacttatc aggggcaaga ctttcgaact atgagcaagg gtggtctggt
     1381 atagatcagg atgaaacaag agatactctt ccggaatcta caatgcacag attccaaaac
     1441 attgattcaa ccaactcaga tcacaacgaa ctacagatgc cagaatttga aaatgacatc
     1501 aatcctttca atcatccaag gttcacagcc agagcaccac tcatcccaga aatctcacac
     1561 cagactccaa ccatcagaat gaacagaaat gtaaacataa gagatagcac cagagacgac
     1621 cgtcaagatg ccaacgagga ccgaagcagc aacattccag atgatattct tggagatcta
     1681 gataattaaa acatcaacag cccagtcata atcacacaac aaccataatc caaaaaaatc
     1741 cccaataccc gcaatcgcac acacacaatg ggcacaatca atcccacact acaacataac
     1801 tcaaaactct caccaaatac gccatcacaa ctgaccaatc attgatgcaa gacagcatac
     1861 aagaatctaa tcactatgat ttaag
//

