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LOCUS MK209596 287 bp DNA linear VRL 08-MAY-2019

DEFINITION Bovine adenovirus 4 isolate BSTP hexon gene, partial cds.

ACCESSION MK209596

VERSION MK209596.1

KEYWORDS .

SOURCE Bovine adenovirus 4

ORGANISM Bovine adenovirus 4

Viruses; Varidnaviria; Bamfordvirae; Preplasmiviricota;

Polisuviricotina; Pharingeaviricetes; Rowavirales; Adenoviridae;

Barthadenovirus; Barthadenovirus bosquartum.
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FEATURES Location/Qualifiers

source 1..287

/organism="Bovine adenovirus 4"

/mol_type="genomic DNA"

/isolate="BSTP"

/isolation_source="sewage sample"

/host="bovine"

/db_xref="taxon:70333"

/geo_loc_name="India: Balloke Sewage Treatment Plant,

Punjab"

/lat_lon="30.93 N 75.79 E"

/collection_date="Dec-2016"

/collected_by="Asima Zehra"

/note="type: 4"

CDS <1..>287

/note="major coat protein"

/codon_start=3

/product="hexon"

https://www.ncbi.nlm.nih.gov/nuccore/MK209596.1?report=fasta
https://www.ncbi.nlm.nih.gov/nuccore/MK209596.1?report=graph
https://www.ncbi.nlm.nih.gov/nuccore/?term=Bovine%20adenovirus%204%20isolate%20BSTP%20hexon%20gene%2C%20partial%20cds#goto1632390489_0
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=70333
https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=70333
https://www.google.com/maps/place/30.93+75.79
https://www.ncbi.nlm.nih.gov/nuccore/MK209596.1?from=1&to=287


/protein_id="QCI62603.1"

/translation="LVQFITATQSFFNLGEKFRDPFVAPTSGVTTDRSQKLQLRIVPI

QVEDNENFFKARFTLNVGDNRIADLGSAFFDIEGFIDRGPSFKPYGGTAYN"

ORIGIN

1 atctggtgca gttcatcact gccacacaaa gcttttttaa tcttggagaa aaatttagag

61 atccttttgt agctccaaca tctggagtca ctaccgaccg gtctcaaaaa ctacaacttc

121 gtattgtgcc gatacaagta gaagataatg aaaacttttt taaagctaga tttaccctaa

181 acgttggaga taatcggata gctgatttag gaagcgcatt ttttgatata gaaggattta

241 ttgaccgcgg tccttctttt aaaccatatg gaggaactgc ttataat

https://www.ncbi.nlm.nih.gov/protein/1632390490

