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/organism="Muscovy duck parvovirus"
/mol type="genomic DNA"
/strain="GD201911"

/host="Cairna moschata"
/db_xref="taxon:37325"
/geo_loc_name="China"

/collection date="Nov-2019"

repeat region 1..425

CDS

/rpt_family="ITR"

/rpt_type=inverted

/rpt_type=terminal
518..2401
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/note="Repl"
/codon_start=1
/product="replication protein"
/protein id="QzU26617.1"
/translation="MALSRPLQISSDKFYEVIIRLPSDIDQDVPGLSLNFVEWLSTGV
WEPTGIWNMEHVHLPMVTLADKIKNIFIQRWNQFNQDETDFFFQLEEGSEYTIHLHCCI
AQGNVRSEFVLGRYMSQIKDSILRDVYEGKQVKIPDWESITKTKRGGONKTVTAAYILH
YLIPKKQPELQWAFTNMPLFTAAALCLOQKRQELLDAFQESEMNAVVQEDQASTVAPLI
SNRAAKNYSNLVDWLIEMGITSEKQWLTENKESYRSFQATSSNNRQVKAALENARAEM
LLTKTATDYLIGKDPVLDITKNRIYQILKLNNYNPQYVGSILCGWVKREEFNKRNAIWL
YGPATTGKTNIAEAIAHAVPEFYGCVNWTNENFPEFNDCVDKMLIWWEEGKMTNKVVESA
KATILGGSAVRVDQKCKGSVCIEPTPVIITSNTDMCMIVDGNSTTMEHRIPLEERMEQTI
VLSHKLEGNFGKISKKEVKEFFKWANDNLVPVVSEFKVPTNEQTKLTEPVPERANEPS
EPPKIWAPPTREELEEILRASPELFASVAPLPSSPERSPERKKTRGDYQVRCAMHSLD
NSMNVFECLECERANFPEFQSLGENFCNQHGWYDCAFCNELRDDMNE IEHVFAIDDME
NEQ"
2420..4618
/codon_start=1
/product="capsid protein VP1"
/protein id="QzU26618.1"
/translation="MSTFLEKFEDWYETAAASWRHLKAGAPKPKSNQQSQSVSTDGKP
QRKDNNRGEVLPGYKYLGPGNGLDKGPPVNKADSVALEHDKAYDQQOLKAGDNPYIKEN
HADQEFIDNLQGDTSFGGNLGKAVFQAKKRILEPLGLVEEPVNTAPAKKSSGKLTDHY
PIVKKPKLSEENSPSPSNSGGEASAAATEGSEPVAAPNMAEGGSGAMGDSAGGADGVG
NASGNWHCDSQWLGDTVITKTTRTWVLPSYNNHIYKAITSGTSQDANVQYAGYSTPWG
YEDFNRFHCHFSPRDWOQRLINNHWGIRPKSLKEFKIEFNVQVKEVTTODQTKTIANNLTS
TIQVFTDDEHQLPYVLGSATEGTMPPFPSDVYALPQYGYCTMHTNQONGARENDRSAFEY
CLEYFPSQMLRTGNNFEFTEFDFEEVPFHSMFAHSQDLDRLMNPLVDQYLWNEFNEVDSN
RNAQFKKAVKSAYGTMGRNWLPGPKFLDQRVRAYPGGTENYASWNIWNNGNKVNLKDR
QYLLOPGPVSATHTEAEASSIPAQNILGLAKDPYRSGSTAAGINDIMVTDEQEVAPTN
GVGWKPYGKTVTNEQNTTRAPTSSDLDVLGALPGMVWONRDIYLQGPIWAKIPKTDGK
FHPSPNLGGFGLHNPPPQVFIKNTPVPADPPLEYVNQKWNSYITQYSTGQCTVEMVWE
LRKENSKRWNPEIQFTSNFGNRTSTMFAPSETGGYVEDRLIGTRYLTQNL"
4647..5073
/rpt_family="ITR"
/rpt_type=inverted
/rpt_type=terminal
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