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LOCUS MT450871 5073 bp DNA linear VRL 07-SEP-2021

DEFINITION Muscovy duck parvovirus strain GD201911, complete genome.

ACCESSION MT450871

VERSION MT450871.1

KEYWORDS .

SOURCE Muscovy duck parvovirus (MDPV)

ORGANISM Muscovy duck parvovirus

Viruses; Floreoviria; Shotokuvirae; Cossaviricota; Quintoviricetes;

Piccovirales; Parvoviridae; Parvovirinae; Dependoparvovirus;

Dependoparvovirus anseriform1.
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FEATURES Location/Qualifiers

source 1..5073

/organism="Muscovy duck parvovirus"

/mol_type="genomic DNA"

/strain="GD201911"

/host="Cairna moschata"

/db_xref="taxon:37325"

/geo_loc_name="China"

/collection_date="Nov-2019"

repeat_region 1..425

/rpt_family="ITR"

/rpt_type=inverted

/rpt_type=terminal

CDS 518..2401
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/note="Rep1"

/codon_start=1

/product="replication protein"

/protein_id="QZU26617.1"

/translation="MALSRPLQISSDKFYEVIIRLPSDIDQDVPGLSLNFVEWLSTGV

WEPTGIWNMEHVHLPMVTLADKIKNIFIQRWNQFNQDETDFFFQLEEGSEYIHLHCCI

AQGNVRSFVLGRYMSQIKDSILRDVYEGKQVKIPDWFSITKTKRGGQNKTVTAAYILH

YLIPKKQPELQWAFTNMPLFTAAALCLQKRQELLDAFQESEMNAVVQEDQASTVAPLI

SNRAAKNYSNLVDWLIEMGITSEKQWLTENKESYRSFQATSSNNRQVKAALENARAEM

LLTKTATDYLIGKDPVLDITKNRIYQILKLNNYNPQYVGSILCGWVKREFNKRNAIWL

YGPATTGKTNIAEAIAHAVPFYGCVNWTNENFPFNDCVDKMLIWWEEGKMTNKVVESA

KAILGGSAVRVDQKCKGSVCIEPTPVIITSNTDMCMIVDGNSTTMEHRIPLEERMFQI

VLSHKLEGNFGKISKKEVKEFFKWANDNLVPVVSEFKVPTNEQTKLTEPVPERANEPS

EPPKIWAPPTREELEEILRASPELFASVAPLPSSPERSPERKKTRGDYQVRCAMHSLD

NSMNVFECLECERANFPEFQSLGENFCNQHGWYDCAFCNELRDDMNEIEHVFAIDDME

NEQ"

CDS 2420..4618

/codon_start=1

/product="capsid protein VP1"

/protein_id="QZU26618.1"

/translation="MSTFLEKFEDWYETAAASWRHLKAGAPKPKSNQQSQSVSTDGKP

QRKDNNRGFVLPGYKYLGPGNGLDKGPPVNKADSVALEHDKAYDQQLKAGDNPYIKFN

HADQEFIDNLQGDTSFGGNLGKAVFQAKKRILEPLGLVEEPVNTAPAKKSSGKLTDHY

PIVKKPKLSEENSPSPSNSGGEASAAATEGSEPVAAPNMAEGGSGAMGDSAGGADGVG

NASGNWHCDSQWLGDTVITKTTRTWVLPSYNNHIYKAITSGTSQDANVQYAGYSTPWG

YFDFNRFHCHFSPRDWQRLINNHWGIRPKSLKFKIFNVQVKEVTTQDQTKTIANNLTS

TIQVFTDDEHQLPYVLGSATEGTMPPFPSDVYALPQYGYCTMHTNQNGARFNDRSAFY

CLEYFPSQMLRTGNNFEFTFDFEEVPFHSMFAHSQDLDRLMNPLVDQYLWNFNEVDSN

RNAQFKKAVKSAYGTMGRNWLPGPKFLDQRVRAYPGGTENYASWNIWNNGNKVNLKDR

QYLLQPGPVSATHTEAEASSIPAQNILGLAKDPYRSGSTAAGINDIMVTDEQEVAPTN

GVGWKPYGKTVTNEQNTTRAPTSSDLDVLGALPGMVWQNRDIYLQGPIWAKIPKTDGK

FHPSPNLGGFGLHNPPPQVFIKNTPVPADPPLEYVNQKWNSYITQYSTGQCTVEMVWE

LRKENSKRWNPEIQFTSNFGNRTSTMFAPSETGGYVEDRLIGTRYLTQNL"

repeat_region 4647..5073

/rpt_family="ITR"

/rpt_type=inverted

/rpt_type=terminal

ORIGIN

1 ctcattggag ggttcgttcg ttcgaaccgg ccaatcaggg gaggggggaa gtgacgtaag

61 ttccggtcac gtgcttccgg tcacgtgctt ccggtcatgt gacttccggt cacgtgtttc

121 ctgtcacgtg acttccggtg acgcacttcc tttgatgacg tatttccggt tgtcaaggct

181 gatcgggcgc atgcgcccga tctgccatga aaattaaacc ggaaatacgt catcaaagga

241 agtgcgtcac cggaagtcac gtgacaggaa acacgtgacc ggaagtcaca tgaccggaag

301 cacgtgaccg gaagcacgtg accggaactt acgtcacttc ccccctcccc tgattggccg

https://www.ncbi.nlm.nih.gov/protein/2088970424
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https://www.ncbi.nlm.nih.gov/protein/2088970425
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361 gttcgaacga acgaaccctc caatgagact caaggacagc aggacttttt gcgcgccagg

421 aaatgacgtt aggggctgcc ctatataagc cagtaagctt ccggtttggt tcattcgtta

481 ctctgctctc acagagaacg gacctcaggt cggagacatg gcactttcta ggcctctgca

541 gatttcttct gataaattct atgaagttat tattagatta ccctcggata ttgatcagga

601 tgttcccggt ctgtctctta actttgtaga atggctttct acgggggtct gggagcccac

661 cggaatatgg aatatggagc atgtgcatct ccccatggtt actctggcag acaaaatcaa

721 gaacattttc atccagagat ggaaccaatt caatcaggac gaaacggatt tcttctttca

781 attggaagaa ggcagtgagt acatccatct gcattgctgc attgcccagg ggaatgtccg

841 atcttttgtt ctggggagat acatgtctca aattaaagac tcaattctga gagatgtgta

901 tgaagggaaa caggtaaaaa tcccggattg gttttctata actaaaacca aacggggagg

961 gcaaaataag accgtgactg ctgcttatat tctgcattac ctgattccta aaaaacaacc

1021 ggaattacaa tgggctttta ccaatatgcc ccttttcact gctgctgctt tatgcctcca

1081 aaagaggcaa gagttactgg atgcttttca ggaaagtgag atgaatgctg tagtgcagga

1141 ggatcaagct tcaactgtag ctccccttat ttccaacaga gcagcaaaga actatagcaa

1201 tctggttgat tggctcattg agatgggtat cacctctgaa aaacagtggc taactgaaaa

1261 taaagagagc taccggagct ttcaggctac atcttcaaac aacagacaag taaaagcagc

1321 acttgaaaat gcccgagcag aaatgctact aacaaaaact gccacagact atttgattgg

1381 aaaagaccca gttctggaca ttactaaaaa tcggatctat caaattctga agttgaataa

1441 ctataaccct caatatgtag ggagcatcct atgcggatgg gtgaaaagag aattcaacaa

1501 aagaaatgcc atatggctct acggacctgc gaccaccgga aagaccaaca tagccgaggc

1561 tattgcccat gctgtaccct tctatggctg tgttaactgg actaatgaga acttcccatt

1621 taatgactgc gttgataaaa tgctcatatg gtgggaggag ggaaaaatga ccaataaagt

1681 agtggaatcc gcaaaagcga tactgggggg gtctgctgta cgagttgatc aaaagtgtaa

1741 ggggtctgtt tgtattgaac ctactcctgt aataattacc agtaatactg atatgtgcat

1801 gattgtggat ggaaattcta ctacaatgga acacagaatt cctttggagg aaagaatgtt

1861 ccagattgtt ctttcccata agctggaagg aaattttgga aaaatttcaa aaaaggaggt

1921 aaaagagttt ttcaaatggg ccaatgataa tcttgttcca gtagtttctg agttcaaagt

1981 ccctacgaat gaacaaacca aacttactga gcccgttcct gaacgagcga atgagccttc

2041 cgagcctcct aagatatggg ctccgcctac tagggaggag ctagaggaga tattaagagc

2101 gagccccgag ctctttgctt cagttgctcc tctgccttcc agtccggaga gatctcctga

2161 gagaaagaaa acccgtgggg actatcaggt acgctgtgct atgcacagtt tagataactc

2221 tatgaatgtt tttgaatgcc tggagtgtga aagagctaat tttcctgaat ttcagagtct

2281 gggtgaaaac ttttgtaatc aacatgggtg gtatgattgt gcattctgta atgaactaag

2341 agatgacatg aatgaaattg aacatgtttt tgctattgat gatatggaga atgaacaata

2401 aagatgattc aaaatagcta tgtctacttt tttagagaaa tttgaagact ggtatgagac

2461 tgcagccgca tcttggcggc atttgaaagc tggagccccc aagccaaaat caaaccaaca

2521 atctcagtct gtgtctacag acggaaaacc ccaacgaaaa gacaataata ggggctttgt

2581 acttcctggc tataagtatc ttgggcctgg taacggcctt gataaagggc cacctgtcaa

2641 taaagcggac agcgtcgcgc ttgagcacga taaagcgtac gaccagcagc tcaaggcagg

2701 agacaacccc tatataaaat ttaatcacgc agatcaagaa tttatagata atctgcaagg

2761 tgatacctcc tttggaggca acctcggaaa agccgtattc caagctaaaa aaagaattct

2821 agagccttta ggcctagtag aagaacctgt aaacacggct cctgctaaaa agagtagtgg

2881 aaaactaaca gatcactacc ctatagtaaa gaagcctaaa ttatctgaag aaaactctcc

2941 ttcacctagt aatagtggag gagaagcaag tgcagctgcc accgaaggct ccgaacctgt



3001 ggcagcacct aacatggcag agggaggaag cggagctatg ggcgactctg cagggggtgc

3061 cgatggagtg ggtaatgcct caggaaattg gcattgcgat tcccaatggc tgggagacac

3121 agtcatcaca aagaccacca gaacctgggt cctgccaagc tacaacaacc acatctacaa

3181 agcgattacc agtggaacct ctcaagatgc aaatgtccag tatgcaggat acagtacccc

3241 ctgggggtac tttgatttca acagattcca ctgccacttc tctccaagag actggcagag

3301 acttatcaac aaccattggg gaatcagacc caagtctctt aaattcaaga tcttcaatgt

3361 ccaagtcaaa gaagtcacaa cgcaggatca gacgaagacc attgcaaaca atctcacgtc

3421 aacaattcaa gtctttacgg atgacgagca tcaactcccg tatgtcctgg gctcggctac

3481 ggaaggcacc atgccgccgt tcccgtcgga tgtctatgcc ctgccgcagt acgggtactg

3541 caccatgcac accaaccaga atggagcacg gttcaatgac cgtagtgcat tctactgctt

3601 agagtacttc cctagtcaga tgctaagaac aggcaacaac tttgagttca catttgactt

3661 tgaagaagtt cctttccata gcatgttcgc tcattcacag gacttagaca ggctgatgaa

3721 ccccctagtg gatcaatacc tctggaattt caatgaggta gacagcaaca gaaatgctca

3781 atttaaaaag gctgtgaaaa gcgcttatgg caccatgggc cgcaattggc tgccaggacc

3841 taaattcctg gaccagagag ttagggccta tccaggcgga acagaaaatt atgcaagctg

3901 gaacatctgg aataatggaa acaaggttaa tttgaaggac aggcagtacc tcctgcaacc

3961 tggacctgta tcagctactc acacagaagc agaggcttcc agcatcccag cccaaaatat

4021 tttaggttta gctaaagatc catacagatc tggcagcact gcagcaggaa taaatgatat

4081 tatggtaacg gacgagcagg aagtagcacc tacaaacggt gtagggtgga aaccatatgg

4141 caagactgta acgaatgaac aaaacactac tagagctcct acgagttcag atcttgatgt

4201 tcttggagct ttaccaggaa tggtttggca gaacagagat atatatctac agggtcctat

4261 atgggctaaa atacccaaaa cagatgggaa atttcatcct tctccaaacc tgggaggttt

4321 tggtctccat aatccacctc cccaggtctt tattaaaaat acccctgttc ctgcagatcc

4381 tccactagag tatgtaaatc agaagtggaa ttcttacatt acacagtatt caacagggca

4441 gtgtactgta gaaatggtct gggaactcag aaaagaaaac tccaagagat ggaaccctga

4501 gatccaattc accagtaact ttggaaatag aacaagtact atgtttgctc caagtgagac

4561 tggaggctat gtagaagata ggctgattgg taccagatat ttgactcaga atctgtaaat

4621 ttctgtattc ttttgatttt aaataaacca tttcctggcg cgcaaaaagt cctgctgtcc

4681 ttgagtctca ttggagggtt cgttcgttcg aaccggccaa tcaggggagg ggggaagtga

4741 cgtaagttcc ggtcacgtgc ttccggtcac gtgcttccgg tcatgtgact tccggtcacg

4801 tgtttcctgt cacgtgactt ccggtgacgc acttcctttg atgacgtatt tccggttgtc

4861 aaggctgatc gggcgcatgc gcccgatctg ccatgaaaat taaaccggaa atacgtcatc

4921 aaaggaagtg cgtcaccgga agtcacgtga caggaaacac gtgaccggaa gtcacatgac

4981 cggaagcacg tgaccggaag cacgtgaccg gaacttacgt cacttccccc ctcccctgat

5041 tggctggttc gaacgaacga accctccaat gag
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