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LOCUS PAFZSTR 1707 bp ss-RNA linear VRL 20-AUG-1996

DEFINITION Sendai virus strain Z nucleoprotein (NP), phosphoprotein (P),

matrix protein (M), fusion protein (F), hemagglutinin-

neuraminidase

(HN), and L protein (L) genes, complete cds.

ACCESSION M30202 REGION: 1844..3550

VERSION M30202.1

KEYWORDS fusion protein; L protein; hemagglutinin/neuraminidase; matrix

protein; nucleoprotein; phosphoprotein.

SOURCE Respirovirus muris

ORGANISM Respirovirus muris

Viruses; Riboviria; Orthornavirae; Negarnaviricota;

Haploviricotina; Monjiviricetes; Mononegavirales; Paramyxoviridae;

Feraresvirinae; Respirovirus.
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COMMENT On Aug 19, 1996 this sequence version replaced gi:1196701.

Original source text: Sendai virus (strain Z) RNA.

FEATURES Location/Qualifiers

source 1..1707

/organism="Respirovirus muris"

/mol_type="genomic RNA"

/strain="Z"

/host="Mus musculus"
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/db_xref="taxon:3052731"

gene 1..1707

/gene="P"

CDS 1..1707

/gene="P"

/codon_start=1

/product="phosphoprotein"

/protein_id="AAB06279.1"

/translation="MDQDAFILKEDSEVEREAPGGRESLSDVIGFLDAVLSSEPTDIG

GDRSWLHNTINTPQGPGSAHRAKSEGEGEVSTPSTQDNRSGEESRVSGRTSKPEAEAH

AGNLDKQNIHRAFGGRTGTNSVSQDLGDGGDSGILENPPNERGYPRSGIEDENREMAA

HPDKRGEDQAEGLPEEVRGGTSLPDEGEGGASNNGRSMEPGSSHSARVTGVLVIPSPE

LEEAVLRRNKRRPTNSGSKPLTPATVPGTRSPPLNRYNSTGSPPGKPPSTQDEHINSG

DTPAVRVKDRKPPIGTRSVSDCPANGRPIHPGLETDSTKKGIGENTSSMKEMATLLTS

LGVIQSAQEFESSRDASYVFARRALKSANYAEMTFNVCGLILSAEKSSARKVDENKQL

LKQIQESVESFRDIYKRFSEYQKEQNSLLMSNLSTLHIITDRGGKTDNTDSLTRSPSV

FAKSKENKTKATRFDPSMETLEDMKYKPDLIREDEFRDEIRNPVYQERDTEPRASNAS

RLLPSKEKPTMHSLRLVIESSPLSRAEKAAYVKSLSKCKTDQEVKAVMELVEEDIESL

TN"

variation 464

/gene="P"

/note="g in F1-R mutant"

/replace="g"

ORIGIN

1 atggatcaag atgccttcat tcttaaagaa gattctgaag ttgagaggga ggcgccagga

61 ggacgagagt cgctctcgga tgttatcgga ttcctcgatg ctgtcctgtc gagtgaacca

121 actgacatcg gaggggacag aagctggctc cacaacacca tcaacactcc ccaaggacca

181 ggctctgctc atagagccaa aagtgagggc gaaggagaag tctcaacacc gtcgacccaa

241 gataatcgat caggtgagga gagtagagtc tctgggagaa caagcaagcc agaggcagaa

301 gcacatgctg gaaaccttga taaacaaaat atacaccggg cctttggggg aagaactggt

361 acaaactctg tatctcagga tctgggcgat ggaggagact ccggaatcct tgaaaatcct

421 ccaaatgaga gaggatatcc gagatcaggt attgaagatg aaaacagaga gatggctgcg

481 caccctgata agaggggaga agaccaagct gaaggacttc cagaagaggt acgaggaggt

541 acatccctac ctgatgaagg agaaggtgga gcaagtaata atggaagaag catggagcct

601 ggcagctcac atagtgcaag agtaactggg gtcctggtga ttcctagccc cgaacttgaa

661 gaggctgtgc tacggaggaa caaaagaaga cctaccaaca gtgggtccaa acctcttact

721 ccagcaaccg tgcctggcac ccggtcccca ccgctgaatc gttacaacag cacagggtca

781 ccaccaggaa aacccccatc tacacaggat gagcacatca actctgggga cacccccgcc

841 gtcagggtca aagaccggaa accaccaata gggacccgct ctgtctcaga ttgtccagcc

901 aacggccgcc caatccaccc gggtctagag accgactcaa caaaaaaggg cataggagag

961 aacacatcat ctatgaaaga gatggctaca ttgttgacga gtcttggtgt aatccagtct

1021 gctcaagaat tcgaatcatc ccgagacgcg agttatgtgt ttgcaagacg tgccctaaag

1081 tctgcaaact atgcagagat gacattcaat gtatgcggcc tgatcctttc tgccgagaaa

1141 tcttccgctc gtaaggtaga tgagaacaaa caactgctca aacagatcca agagagcgtg

https://www.ncbi.nlm.nih.gov/Taxonomy/Browser/wwwtax.cgi?id=3052731
https://www.ncbi.nlm.nih.gov/nuccore/M30202.1?from=1844&to=3550
https://www.ncbi.nlm.nih.gov/nuccore/M30202.1?from=1844&to=3550
https://www.ncbi.nlm.nih.gov/protein/1496007
https://www.ncbi.nlm.nih.gov/nuccore/M30202.1?from=2307&to=2307


1201 gagtcattcc gggatattta taagagattc tctgagtatc agaaagaaca gaactcattg

1261 ctgatgtcca acctatctac acttcatatc atcacagata gaggtggcaa gactgacaac

1321 acagactccc ttacaaggtc cccctccgtt tttgcaaaat caaaagagaa caagactaag

1381 gctaccaggt ttgacccatc tatggagacc ctagaagata tgaagtacaa accggaccta

1441 atccgagagg atgaatttag agatgagatc cgcaacccgg tgtaccaaga gagggacaca

1501 gaacctaggg cctcaaacgc atcacgtctc ctcccctcca aagagaagcc cacaatgcac

1561 tctctcaggc tcgtcataga gagcagtccc ctaagcagag ctgagaaagc agcatatgtg

1621 aaatcattat ccaagtgcaa gacagaccaa gaggttaagg cagtcatgga actcgtagaa

1681 gaggacatag agtcactgac caactag
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