Microcos chungii voucher YC0836MT01 internal transcribed spacer 2, partial sequence
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LOCUS       KP694291                 211 bp    DNA     linear   PLN 15-JUN-2015
DEFINITION  Microcos chungii voucher YC0836MT01 internal transcribed spacer 2,
            partial sequence.
ACCESSION   KP694291
VERSION     KP694291.1
KEYWORDS    .
SOURCE      Microcos chungii
  ORGANISM  Microcos chungii
            Eukaryota; Viridiplantae; Streptophyta; Embryophyta; Tracheophyta;
            Spermatophyta; Magnoliopsida; eudicotyledons; Gunneridae;
            Pentapetalae; rosids; malvids; Malvales; Malvaceae; Grewioideae;
            Grewieae; Microcos.
REFERENCE   1  (bases 1 to 211)
  AUTHORS   Tang,H., Shi,Y., Chen,S. and Sun,W.
  TITLE     Identification of herbal tea ingredient Microcos paniculata and its
            adulterants using DNA barcoding
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 211)
  AUTHORS   Tang,H., Shi,Y., Chen,S. and Sun,W.
  TITLE     Direct Submission
  JOURNAL   Submitted (22-JAN-2015) Institute of Chinese Materia Medica China
            Academy of Chinese Medical Sciences, No. 16 Nanxiaojie,
            Dongzhimennei Ave., Beijing 100700, China
[bookmark: comment_KP694291.1]COMMENT     ##Assembly-Data-START##
            Assembly Method       :: CodonCode Aligner v. V3.7.1
            Sequencing Technology :: Sanger dideoxy sequencing
            ##Assembly-Data-END##
[bookmark: feature_KP694291.1]FEATURES             Location/Qualifiers
     source          1..211
                     /organism="Microcos chungii"
                     /mol_type="genomic DNA"
                     /specimen_voucher="YC0836MT01"
                     /db_xref="taxon:1663405"
     misc_RNA        <1..>211
                     /product="internal transcribed spacer 2"
ORIGIN      
[bookmark: sequence_KP694291.1][bookmark: _GoBack]        1 cgcatcgtcg ccccccacgc ctccgagccc tcgaggctca aggttgcatc gggcggagaa
       61 tggcctcccg tgcgctaacg ctcgcggttg gcccaaaaag ccagtccccg gcgatcggag
      121 cgccacgacc atcggtggta atgctacccg gcccgtcgtg cgcgcccctc gtccgggcga
      181 accccacgga aagaccctga cgctcgcacc g
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